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Financial data 1994

INCOME AND EXPENDITURE

Expenditure 1994 1993 Income 1994 1993

DM DM DM DM
Staff costs 60,476,431.92| 55,563,293.02|Contributions 70,373,000.00| 63,820,026.00
Operating costs 28,357,867.19| 24,419,896.01|EMBL Reserve Fund 15,000.00 100,000.00
Capital expenditure 15,157,595.11 8,009,686.22|EMBL Pension Scheme 1,277,555.91 1,225,417.28
Reserve 0.00 0.00]|Internal tax 12,480,821.65| 12,470,998.39
Surplus 2,768,223.88 15,439.38|Other income* 22,613,740.54| 10,391,872.96
Total expenditure 106,760,118.10| 88,008,314.63|Total income 106,760,118.10| 88,008,314.63

* including: External funding Member States contributions
KDM Ordinary Voluntary
EU 8,966 cont:u:;:ons contzlggl‘:lons
BFSFO 466 Member State DM % DM %
BMFT 433 Austria 1,487,161.00| 2.21 41,223.00| 1.4
BFG N 1312 Belgium 1,967,108.00| 2.92
EBI Transition Fund 2,436 S 1.230,200.00| 1.83
Diher bhice Finland 1,243,808.00| 1.85
France 11,464,658.00|17.02|2,053,059.00| 68.4
Germany 14,898,645.00|22.11
Greece 669,224.00| 0.99
Israel 493,468.00| 0.73| 40,000.00| 1.3
Italy 10,725,686.00({15.92
Netherlands 2,872,925.00| 4.26
Norway 993,694.00| 1.47
Spain 4,799,474.00| 7.12
Sweden 2,190,183.00| 3.25
Switzerland 2,575,493.00| 3.82| 105,718.00| 3.5
United Kingdom| 9,761,183.00(14.49| 760,000.00| 25.3
Total 67,373,000.00(100.0|3,000,000.00(100.0




Official visitors in 1994

07.02.94 Mr. S. Hofmann
French Consulate, Stuttgart
10.02.94 Dr. K. Wild
Council for Science and Technology
21.03.94 Dr. U. Schirmer
BASF, Ludwigshafen
08.04.94 Dr. H.C. Eschelbacher
BMBWFT, Bonn
18.05.94 Mr. A. Fuhr
Media Adviser
17.10.94 Mr. R. Lopez-Clemente &
Dr. Diaz
Embassy of Cuba, Bonn
14.11.94 Mrs. G. Albrecht-Lohmar &
Dr. S. Kieffer

BMBWEFT, Bonn



Guided tours during 1994

26.01.94

27.01.94

09.03.94

10.05.94

17.05.94

16.06.94

23.06.94

23.06.94

23.08.94

02.12.1994

Rotari-Club, Heidelberg
Germany; 28 persons

Police of the City of Heidelberg
and the Chairman of the International Council
Germany; 31 persons

Rotaract-Club, Heidelberg
Germany; 15 persons

Mrs. T. Tuscher, Budapest, Hungary
Mr. O. Menéndez, Madrid, Spain
Journalists

Scientific attachés from

Canada, China, Costa Rica, France, Hungary,
India, Netherlands, U.K., Ukraine, Venezuela
10 persons

European School, Karlsruhe
Germany; 9 persons

Suter + Suter GmbH
Consulting & Engineering for Public Health,
Germany; 10 persons

Employees of Israeli Universities
Israel; 10 persons

School for Social Studies at Frankfurt
Diocese Speyer
Germany; 35 persons

“Deutsch-ltalienische Hochschulkooperation”
19 persons

Total number of participants in guided tours: 169 persons



EMBL STAFF DEVELOPMENT

Category of Personnel December 1992 December 1993 December 1994 Man-Years
December 1994*

Staff Members 304 292 293 287.52
Supernumeraries 169 137 164 133.98
EMBL Predoctoral Fellows 97 98 125 125.00
EMBL Postdoctoral Fellows 29 34 37 37.00
EMBO Fellows 15 27 22 22.00
Visitors 148 177 158 155.95
Trainees 12 6 13 13.00
Pensioners 3 3.00
TOTAL 774 771 815 777.45

The figures show the total employees of the various categories during the month of December 1992, 1993 and 1994.

* The “Staff Complement” of the EMBL is based on man-years and the figures indicate the total number of posts that were
filled in terms of man-years in December 1994.



Director-General

Fotis C. Kafatos
Secretaries

Waltraud Ackermann
Susanne Lanstrup

Special assistant
David States
Internal auditor

Edgar Gabel®

Staff and Visitors

 deceased

2 indicates group leaders

* indicates part of the year only

¢ indicates part-time work

Fellows comprise: pre- and postdoctoral fellows
(EMBL, EMBO and external)

Visitors comprise: students, trainees,
visiting workers & visiting scientists

Assistants comprise: scientific and technical assistants,
data assistants and supernumeraries



Central Laboratory,
Heidelberg

Cell Biology

Programme coordinator

Kai Simons (Senior Scientist)
Secretary

Doreen Oberst™
Scientists

Carlos Dotti®

Spyros Georgatos®
Cayetano Gonzalez®~*
Fotini Gounari

Gareth Griffiths®
Bernard Hoflack®
Eduard Hurt®

Tony Hyman®

Eric Karsenti®® (Senior Scientist)
Robert Parton

Marino Zerial®

Fellows

Agustin Alconada® (Madrid)(MEC)
Kirill Alexandrov (USA)(EMBL)

Seren Andersen (Copenhagen)(EU)
Petri Auvinen (Turku)(HCM)

Ariel Blocker (Paris)(EMBL)

Haralabia Boleti (Athens)(EMBL)

Janis Burkhardt (USA)(HSFP)

Marta Camps* (Barcelona)(MEC)
Denis Chrétien (Grenoble)(INSERM/EMBL)
Angel Cid-Aregui* (Heidelberg)(DFG)
Paul Clarke® (Dundee)(HFSPO/EMBL)

Sally Cudmore (Cork)(EMBL)

Michel Desjardins* (Canada)(MRC)

Ben Distel* (Amsterdam)(EU)

Valerie Doye* (Paris)(EU)

Suzanne Eaton (USA)(EMBO)

Emmanuelle Fabre* (Paris)(Humboldt)

Klaus Fiedler (Basle)(EMBL)

Anna Fra (Milan)(HCM)

Thierry Gautier (Paris)(EMBO)

Michael Glotzer (USA)(HFSPO)

George Goulielmos (Heraklion)(HCMPO)
Paola Grandi (Rome)(EMBL)

Rebecca Heald (USA)(American Cancer Society)
Agnés Hemar® (Paris)(EMBO)

Meltsje de Hoop (Groningen)(HFSPO)
Hisanori Horiuchi (Japan)(EMBO)

Lukas Huber® (Innsbruck)(Erwin Schrédinger)
Ingrid Hoffman (Vienna)(HFSPO/EMBL)

Elina lIkonen (Helsinki)(HCMPO)

Andrea Jahrhaus (Heidelberg)(DFG)
Jacomine Krijnse-Locker (Utrecht)(Univ. Utrecht)
Frank Lafont (Paris)(HCM)

Joé! Lanoix* (Canada)(MRC)

Roland Le Borgne (Montpellier)(EMBL)

Anne-Rose Liitcke* (Marburg)(Boehringer Ingelheim)

Christelle Maison (Grenoble)(Biotech.)

Luis Martin-Parras (Madrid)(EU)

Fabienne Mauxion (Gif-sur-Yvette)(CNRS)
Jurgen Meier (Freiburg)(EMBL)

Héléne Munier-Lehmann (Paris)(EMBO)
Masayuki Murata (Japan)(Humboldt)

Carol Murphy (Galway)(EMBL)

Nicoletta Olivieri* (Siena)(EMBL)

Johan Perénen (Helsinki)(HCM)

Sanjay Pimplikar (Canada)(DFG)

José Luis De la Pompa™ (Madrid)(HFSPO)
Athina Pyrpasopoulo* (Thessaloniki)(EMBL)
Sigrid Reinsch (USA)(HFSPO)

Susann Remington® (USA)(Nation.Science Fund)
Ingrid Sassoon™ (Strasbourg)(HCMPO)
Peter Scheiffele* (Berlin)(EMBL)

Nikolaus Schlaich (Heidelberg)(Boehringer)
Fedor Severin (Russia)(HFSPO)

George Simos (Saloniki)(DFG/EMBL)
Birgit Singer-Kriiger (Basle)(EMBO)
Symeon Siniossoglou® (Athens)(DFG)



Olivia Steele-Mortimer* (USA)(EMBL)
Harald Stenmark® (Oslo)(NAVF)

Rita Taba (Brasil)(HFSPO)

Christina Teodoru™ (Brasov)(HFSPO)

Regis Tournebize (Montpellier)(HCMPO)
Oliver Ullrich (Frankfurt)(DFG)

Isabelle Vernos (Madrid)(Wellcome Trust/EU)
Geetano Vitale (Padova)(EMBL)

Christian Wimmer* (Hannover)(EMBL)
Edward Williamson* (Durham)(Nat.Res.Serv.)
Tamotsu Yoshimori (Japan)(HFSPO)

Ulrike Zabel® (Munich)(DFG)

Paola Zacchi* (Trieste)(EMBL)

Visitors
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Goar Astvatsatouryants® (Russia)
Olga Baykova*® (USA)

Rafael Blasco® (Madrid)

Nicholas Bright* (Leicester)
Cecilia Bucci® (Naples)
Maria-Rita Casari* (Brasil)

Hans Dieplinger® (Innsbruck)
Claire Dobson* (Southhampton)
Jorge Dominguez* (Madrid)
Anne Doyé* (Lille)

Thomas Giannakouros™ (Thessaloniki)
Klaus Hellmuth* (Stuttgart)
Sanna Jansson® (Helsinki)
Claudia Lange* (Berlin)

Victoria Ley™ (Madrid)

Elini Nikolakaki* (Thessaloniki)
Paola Palestini* (Milan)

Christine von Poser* (Heidelberg)
Norbert Roos* (Oslo)

Jean Salamero* (Saclay)

Mikael Simons* (Heidelberg)
Nadimpalli Siva Kumar* (India)
Brian Storrie* (USA)

Bart de Strooper® (Louvain)
Pentti Tienari* (Helsinki)
Torunn-Elisabeth Tjelle* (Oslo)
Christian Vannier* (Rennes)
Jing-Ping Yeo® (Australia)

Bei Yu* (Heidelberg)

Assistants

Anthony Ashford
Ulrike Bauer
Sigrun Breudel
Maria Ericsson
Angelika Giner
Anja Habermann*
Heinz Horstmann®
Brigitte Joggerst
Salud Llamazares™®
Liane Meyn
Sandra Ruf*

Alan Sawyer
Dietlinde Schullerus™
Falk Schwesinger*
Alexandra Segref*
Hildegard Tekotte
Hilkka Virta

Heike Wilhelm



Differentiation

Programme coordinator
Thomas Graf (Senior Scientist)
Secretaries

Hilary Davies-Ruck
Servane Leillard*

Scientists
Dirk Bohmann®

Leonardo Brizuela*

Stephen Cohen®

Sara Courtneidge” (Senior Scientist)

Fernando Diaz-Benjumea

Anne Ephrussi®

Jon Frampton

Ridiger Klein®

Marek Mlodzik”

Athanasios Papavassiliou

Giulio Superti-Furga

Rolf Zeller®

Fellows

Gema Alonso (Madrid)(MEC)

Maria-Vittoria Barone (Naples)(EMBL)

Gerrit Begemann (Heidelberg)

(Fund Chem. Ind./EMBL)

Riccardo Brambilla (Milan)(HFSPO)

Wolfgang Breitwieser (Vienna)(Boehringer)
William Brook (Canada)(NSERC/EMBO)

Jennifer Brown™ (London)(EMBO)
Katja Briickner® (Munich)(EMBL)
Miklos Erdélyi* (Szeged)(EMBO)
Thorsten Erpel (Hamburg)(EMBL)
Stefano Fumagalli (Milan)(EMBL)
Jolanta Glotzer (Poland)(EU)

Jean-Louis Goergen® (Nancy)(EU)
Antoine Guichet (Paris)(Academy of Paris)
Nikolas Gunkel® (Oxford)(DFG)

Anna Haramis (Athens)(EMBL)

Anders Isaksson (Lund)(EMBL)

Manfred Kégl* (Vienna)(EMBL)

Norbert Kraut™ (Regensburg)(DFG)
Holger Kulessa (Heidelberg)(DFG)

Juan Pablo Labrador* (Madrid)(DFG)
Peter Lock® (Australia)(Humboldt/HFSPO)
Finn-Hugo Markussen (Bergen)(EMBL)
Kelly McNagny (USA)(NIH)

Caryl Ann Mayes™ (Brighton)(Boehringer)
Liliana Minichiello (Naples)(EMBO)

Anna Maria Musti* (Naples)(CNR)

Carl Neumann (Cambridge)(EMBL)
Medard Ng (China)(EMBL)

Robert Nibbs* (Glasgow)(EMBO)

Lisbeth Olsen (Bergen)(NAVF)

Donata Orioli (Pavia)(Univ. of Milan)
Fiorenzo Peverali (Pavia)(HFSPO)
Torbjorn Ramqvist™ (Stockholm)(SCS/EMBL)
Serge Roche (Montpellier)(INSERM)
Fabio Rossi (Genova)(EMBL)

Andreas Schnapp* (Heidelberg)(EMBO)
Michael Sieweke (USA)(Boehringer)
David Strutt (Cambridge)(Wellcome Trust)
Mathias Treier (TUbingen)(EMBL)

Peter Uetz (Heidelberg)(EMBL)

Loesje v.d. Voorn* (Amsterdam)(EMBO)
Melanie Weigand*® (Heidelberg)(Steiner Foundation)
Volker Wiersdorff (Wirzburg)(EMBL)
Melissa Woodrow™ (London)(HFSPO)
Martin Zeidler (Brighton)(EMBL)

Aimée Zuniga (Paris)(EMBL)

Visitors

Brigitte Boyer™ (Paris)
Vittoria Canale® (Landau)
Barbara Cohen® (Munich)
Alun Davies® (St. Andrew)
Rosanna Dono (Naples)
Martin Gassmann® (USA)
Nerina Gnesutta® (Milan)
Martin Gore® (USA)
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Jeanette Hall® (Uppsala)

Eyran Hjofleifsdottir® (Reykjavik)
Lutz Kockel™ (Berlin)

Thierry Lepage* (France)

Kent Lloyd™® (USA)

Flavio Maina* (Torino)

Enrica Migliaccio* (Perugia)
Hossein Moradi* (Uppsala)
Karin Reif* (London)

Jean Salamero* (Paris)
Christina Strandberg® (Sweden)
Jurgen Walkenhorst* (Osnabriick)
Peter Zavorszky* (Szeged)

Assistants

Franca Casagranda
Anna Cyrklaff*
Gabi Doderlein
Sigrid Grieser*
Angelika Heber*
Dominic James
Margaret Jones
Katarina Jonsson
Marianne Lemaistre
Elizabeth McLeod*
Asa Marknell®
Anne-Marie Michon
Stewart Moulton®*
Christine Pfeifle
Sandra Scianimanico
Lena Staszewski
Hildgegard Tekotte
Ursula Weber
Regina Zahn*

12

Biological Structures and Biocomputing

Acting Programme coordinator
Frank Gannon
Secretaries

Nelly v.d. Jagt-Gonzalez
Fiona Berrie*
Helen Fry

Scientists

Pat Argos®

Belinda Bullard
Thomas Ceska

Tom Creighton?” (Senior Scientist)
Nigel Darby

Thure Etzold
Stephen Fuller®
Toby Gibson

Patrick Herde

Jaap Heringa

Johan Kemmink
John Kenney
Werner Kiihlbrandt?® (Senior Scientist)
Kevin Leonard®
Peter Metcalf®
Michael Nilges®
Hartmut Oschkinat®
Gour Pada Pal®
Annalisa Pastore®
Johan Postma
Chris Sander® (Senior Scientist)
Matti Saraste®

Luis Serrano®
Irmgard Sinning®
Dietrich Suck®

Paul Tucker®
Gerhard Vogt

Gert Vriend
Rebecca Wade?
Da Neng Wang

Rik Wierenga®



Fellows

Borgos Agianian® (Athens)(EMBL/HCMPO)
Miguel Andrade® (Madrid)(EC)

Manfred Auer (Heidelberg)(DFG)

Elena Baraldi* (Bologna)(EMBL/HCMPO)
Francisco Blanco (Madrid)(EU)

Paul Brownlie (London)(EU)

Sarah Butcher (London)(EU)

Georg Casari (Salzburg)(EMBO)

José Castresana (Bilbao)(EU)

Denis Chrétien (Grenoble)(EMBO)

John Clayton (York)(EU)

Wendy Cornell® (USA)(EMBO)

David Croft (Edinburgh)(Bruker & Bayer)
Philippe Cronet (Namur)(EMBL)

Thomas Dandekar (Munich)(Boehringer Ingelheim)
Eugene Demchuk® (Russia)(EMBL)

Terje Dokland® (Oslo)(EU)

Séan O’Donoghue (Australia)(MRC)
Astrid Eder*® (Heidelberg)(EMBL)

Frank Eisenhaber (Berlin)(BMFT)
Christian Engel (Hannover)(EMBL)

llaria Ferlengi (Padova)(EU)

Ralf Ficner* (Munich)(DFG)

Uwe Fischer® (Diisseldorf)(Bayer)

Ralf Flachmann (USA)(DFG)

Dimitrij Frishman (Russia)(EU)

Razif Gabdoulline® (Pushchino)(EMBL)
Mathias Gautel® (Montpellier)(EMBL)
Jérome Gracy™ (France)(HCMP)

Vincent Guénebaut (Paris)(EMBL)
Volkhard Helms (Munich)(EMBL)

Rob Hendriks (Utrecht)(EMBL)

Marko Hyvénen (Helsinki)(EMBL)

Uwe Hobohm (Bremen)(BMFT)

Mechthild Hofmann® (Munich)(Bayer)
Liisa Holm (Espoo)(BMFT)

Rob Hooft (Utrecht)(EU)

Simon Hubbard (London)(EU/HCM)
Sabina Improta’k (Padova)(Univ. Padova/EMBL)
André Juffer (Groningen)(Unilever)
Christiane Jung* (Berlin)(EU)

Panagiotis Kanellopoulos (Athens)(EMBL)
Goéran Karlsson* (Géteborg)(Swed. Science Found.)
Mark Kelly (London)(Wellcome Trust)

Abdelhakim Kharrat* (Toulouse)(EU)
Radha Kishan® (India)(EU/EMBL)
Bernhard Kolmerer (Heidelberg)(DFG)
Tanja Kortemme (Hannover)(EMBL)
Uwe Kriger® (Heidelberg)(EMBL)
Siegfried Labeit (Heidelberg)(HFSPO)
Pekka Lappalainen (Jyvaskyla)
(Academy of Finl.)
Philip Lijnzaad (Wageningen)(EMBL)
Valére Lounnas® (USA)(EU)
Mathias Liibben* (Libeck)(EMBL)
Magali Mathieu (Paris)(EMBL)
Maria Marcias-Hernandez (Zamora)(EMBL)
Perdeep Mehta* (India)(SNSF)
Dominique Missiakis* (Geneva)(EMBO)
Lorenz Mitschang (Munich)(Bayer)
Guillermo Montoya (Zaragoza)(EMBO)
Paul Morin* (USA)(Humboldt)
Claudio Moser® (Povo)(EU/EMBL)
Gervaise Mosser (Paris)(ATIPE/CNRS)
Claudia Mihle-Gohl (Heidelberg)(EMBL)
Victor Mufioz (Madrid)(EMBL)
Andrea Musacchio (Rome)(EMBL/EU)
Giovanna Musco (Milan)(DAAD)
Frederico Nardi* (Grenoble)(EU/EMBL)
Margarete Neu* (Daresbury)(EMBL)
Palvi Ojala® (Helsinki)(EMBO)
Christos Ouzounis (Thessaloniki)(EU)
Jaime Pascual (Madrid)(EMBL)
Bengt Persson* (Stockholm)(Humboldt/
Swed.Soc.Med.Res.)
Mark Pfuhl (Berlin)(EMBL)
Maite Pisabarro* (Madrid)(Boehringer)
Anastasia Politou (USA)(EMBL)
Jesus Prieto™ (Madrid)(EU)
Johanna Puonti-Kaerlas* (Uppsala)(EU)
Angel Ramirez Ortiz (Madrid)(CAM/EMBL)
Marina Ramirez-Alvarado™ (Mexico)(UNAM)
Christophe Romier (Marseille)(EMBL)
Burkhard Rost* (Heidelberg)(EU)
Martin Sagermann (Heidelberg)(EU)
Uwe Sauer (Heilbronn)(EMBL)
Edith Schlagenhauf (Basle)(EMBL)
Wolfgang Schliebs (Bochum)(EU)
Reinhard Schneider (Heidelberg)(EU)
Johan Schultz (Stockholm)(Svenska Inst.)
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Phoebe Stewart* (USA)(Helen Hay Whitney)

Gunter Stier (Heidelberg)(DFG)
Yoshikazu Tahara (Japan)(HFSPO)

Thangavel Alphonse Thanaraj* (India)(HFSPO)

Narmada Thanki* (USA)(EU)
David Thomas* (Heidelberg)(EU)
Gilles Travé (Montpellier)(CNRS)
Anne Ulrich (Hamburg)(EMBO)
Anatoly Ulyanov* (Russia)(EU)
Alfonso Valencia® (Madrid)(EMBO)

Luca Vangelista® (Padova)(EMBL/HCMPO)

Giorgio Verde® (Udine)(EU)

Ana Rosa Viguera (Bilbao)(EU)
Virtudes Villegas* (Barcelona)(EMBO)
Rybin Viadimir* (Russia)(EMBL)

Dirk Walther (Berlin)(EMBL)

Albert Weijland (Paris)(EMBO)
Thomas Wendt* (Edingen)(EMBL)

Mathias Wilmanns (USA)(EMBO/EMBL)

Eva Wolf (Heidelberg)(DFG)
Dorothy Wright* (London)(EMBL)
André Zapun (Geneva)(EMBL)
Igor Zubrzycki* (Poland)(EMBL)

Visitors
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Daan van Aalten*® (Nijmegen)
Karina Abagian* (India)

Frédéric Achard* (Paris)

Brigitte Altenberg™ (Heidelberg)
Ana Azuaga® (Granada)

Dimitra Benaki* (Pereaus)
Christian Betzel® (Hamburg)

Frank Bieber* (Mannheim)

E. Birney™ (Oxford)

Karl-Hendrik v. Bonsdorff* (Helsinki)
John Boyle* (Aberdeen)

Peer Bork® (Berlin)

Dennis Bramford® (Helsinki)
Andreas Brinkmann* (Hannover)
Susan Butterworth® (Hamburg)
Robert Bywater® (Copenhagen)
Maria Castiglione-Morelli* (Naples)
Glay Chinea* (Cuba)

Peter Collins® (London)

Carola Daffner® (Heiligkreuzsteinach)
Antoine de Daruvar® (France)
Michael Degenhardt* (Heidelberg)
Stephen Emery* (Aberdeen)
Elisabeth Eriksson* (Uppsala)
Robert Etges™ (Freiburg)

Pierro Fariselli* (Padova)
Alyosha Finkelstein® (Pushchino)
Rutger Folmer® (Nijmegen)
Alexandra Freiburg™ (Heidelberg)
Dinu Gherman® (Heidelberg)
Jan-Willem de Gier* (Amsterdam)
Ulrike Goebel*® (Heidelberg)
Beverly Green® (Canada)

Stayros Hamodrakas* (Athens)
Yasuhiro Hosaka* (Japan)

Dan Hazon* (Israel)

Frederica Imperiale* (Genova)
Winfried Kammer® (Wiirzburg)
Constantin Kavounis* (Thessaloniki)
Thomas Klabunde* (Miinster)
Wilma Kuipers*® (Weesp)

Nikos Kyrpides® (Greece)
Emmanuel Lacroix* (Brussels)
Thomas Laufen* (Wuppertal)
Christophe Lecuyer* (Nice)
Veli-Pekka Lehto® (Oulu)

Renate Lieckfeldt* (Heidelberg)
Dean Madden® (Heidelberg)
Frank Milpetz* (Kaiserslautern)
Joachim Morr* (Frankfurt)
Thomas Miiller* (Wirzburg)
Leerta Oliveira® (Brasil)

Yannis Papanikolav* (Heraklion)
Issidora Papasideri* (Athens)
Hannes Ponstingl* (Heidelberg)
Stefan Pritulla® (Munich)

Emma Poulsen*® (Heidelberg)
Mary Reedy® (USA)

Kyong-Li Rhee* (Heidelberg)

T. Ruiz* (Paris)

Vladimir Rybin® (Russia)

Helen Saibil* (London)

Giorgio Sartor* (Parma)

Elisabeth Sauer-Eriksson® (Uppsala)
Gene Scarborough* (USA)



Gerald Schafer* (Friedrichshaven)
Michael Singer* (USA)

Vincenzo De Simone® (Naples)
Jane Skelly* (London)

Vladimir Sobolev* (Israel)

Michael Sprangford® (Lund)
Norbert Strater® (Miinster)

Javier Tamames de la Huerta® (Madrid)
Alex Tepliakov* (Hamburg)

Ivo Tews* (Hamburg)

Sanja Tomie* (Croatia)

Maxim Totrov* (Russia)

Shlomo Trachtenberg* (Israel)
Georg Tuparev* (Heidelberg)
Alfonso Valencia-Herrera® (Madrid)
Beatrice Vallone® (Rome)

Elke Windt* (Landau)

Petra Wiist”™* (Heidelberg)

Kimura Yoshiaki* (Japan)

Assistants

Ruben Abagyan*
Jennifer Ashurst
Volker Brachvogel
Patricia Buck
Lucie Carré
Marek Cyrklaff
Anna Cyrklaffo*
Karoline Dérr
Charles Ferguson
Dave Goulding
Brent Gowen
David Grindrod
Catherine Joseph
Angeliki Kanellopoulos™®
Kalyani Kishan*
Ulrike Lang®

Eva Lopez
Stewart Moulton®*
Elke Penka *
Karoline Pimplikar
Kyong-hi Rhee*
Michael Scharf
Cecilia Svensson

Chor-Hiang Teo

Raj Thiagarajan

Julie Thompson*
Monique van Straaten*
Renauld Vincentelli
Antony Warne

Hans van der Zandt
Johan Zeelen
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Gene Expression

Programme coordinator

lain Mattaj (Senior Scientist)

Secretary

Christina Kjar

Scientists

Peter Becker®
Matthias Hentze®
Angus Lamond®
Giovanni Paolella
Hans Scholer®
Bertrand Séraphin
Francis Stewart®
Henk Stunnenberg®
David Tollervey”

Fellows

16

Rein Aasland (Bergen)(NRC)

Christine Allmang* (Strasbourg)(EU)
Pierre-Olivier Angrand* (Paris)(EMBO)
Domingo Barettino (Madrid)(EU/HCM)
Thiemo Blank (Heidelberg)(DFG)
Wilbert Boelens™ (Nijmegen)(EU/EMBL)
Kerstin Bohmann (Giessen)(EMBL)
Kathy Boon® (Leiden)(HCM/EU)
Alexander Brehm (Edinburgh)(DFG/EMBL)
Frank Buchholz* (Bremen)(EMBL)
Cinzia Calvio (Pavia)(HCMP)

Beatrice Cardinali* (Rome)(EMBO)
Sophie Chabanis* (Lyon)(Humboldt)
Paolo Ciana*® (Milan)(EU/HCM)
Catherine Dargemont™ (Paris)(EU)
Bernhard Dichtl* (Regensburg)(EMBL)

Guy Fuhrmann® (Paris)(CNRS)
Chiara Gamberi* (Verona)(EU)
Custodia Garcia-Jiménez (Madrid)

(Span. Natl. Fund)
Nicola Gray (Edinburgh)(EMBL/DFG)
Sam Gunderson (USA)(DFG/Humboldt)
Heike Hess (Berlin)(EMBL/Fond Chem. Ind.)
Elisa Izaurralde (Geneva)(HFSPO/SNF)
David Jackson® (Dublin)(EMBO)
Hans Johansson® (Stockholm)(EMBL)
Marie Keaveney (Galway)(HCM/EU)
Jan-Peter Kreivi* (Stockholm)(EMBO)
Gabor Lamm* (Edinburgh)(EMBL)
Benoit Leblanc (Canada)(MRC)
Joe Lewis (Vienna)(HFSPO/EU)
Colin Logie (Brussels)(EMBL/SNF)
Mattias Luukkonen® (Stockholm)(EMBL)
Zoi Lygerou (Athens)(EMBL)
Ojar Melefors® (Stockholm)(DFG)
Markus Meyer (Munich)(EMBO)
Jacqueline Mermoud (Vienna)(EMBL)
Philip Mitchell (Berlin)(EMBO)
John Morrissey (Cork)(EMBO)
Martina Muckenthaler® (Oxford)(EMBO)
Mark Nichols® (USA)(USAMRDC/

Breast Cancer Res. Awards)
Catherine Ovitt (USA)(EC Biotechn.)
Isabel Palacios (Madrid)(EMBL)
Susan Palmieri* (USA)(Humboldt)
Kostas Pantopoulos (Thessaloniki)(EU)
Efrosyni Paraskeva (Thessaloniki)(EU)
Emmanuelle Pascolo (Bordeaux)(EU)
Jean-Pierre Quivy (Grenoble)(EMBO/EU)
Leonie Ringrose (London)(EMBL)
lain Russel™ (Edinburgh)(EMBL)
Raphael Sandaltzopoulos (Xanthi)(EMBL)
Véronique Sanguedolce (Marseille)(EMBO)
Niovi Santama (Brighton)(HCMPO)
Renata Stripecke® (Munich)(EMBL)
lan Sylvester (Portsmouth)(EMBL)
Rafael Valcarcel (Madrid)(EMBL)
Patrick Varga-Weisz (Neustadt)(EMBO)
Jaap Venema* (Amsterdam)(EU)
Karsten Weis (Marburg)
(Boehringer Ingelheim)

Young-Il Yeom* (USA)(DFG)



Visitors

Monica Beltrame™® (Milan)

Joan Betz* (USA)

Jeremy Brock (Glasgow)

Giorgos Christophides™ (Athens)
Colin Dingwall (Cambridge)

Jodo Antonio Ferreira® (Lisbon)
Puri Fortes® (Madrid)

Patrice Gadroy® (Nancy)

Paivi Gala® (Helsinki)

Artur Jarmolowski (Poznan)(EMBO)
Denis Lafontaine® (Namur)(EMBO)
Sarbjit Ner* (Cambridge)(EMBO)
Paolo Macchia® (Naples)
Emmanuel Nony* (Amiens)

Dirk Ostareck™® (Berlin)

Antje Ostareck-Lederer* (Berlin)
Susanne Owens* (Cambridge)
Thomas Papamarcaki* (loannina)
Helma Pluk* (Nijmegen)(EMBL)
Arnold Reichertsdorfer* (Vienna)
Pascale Romby* (Strasbourg)
Kishore Sharma® (Heidelberg)
Ute Streck® (Heidelberg)
Stephanie Sumner® (London)

Assistants

Edgar Bonte®

Britta Schlager

Herbert Holz

Karin Hubner

Stefanie Kandels-Lewis
Caroline McGuigan
Elisabeth Petfalski
Maria Polycarpou-Schwarz
Sabine Quick

Ursula Ryder

Charlotta Sandberg*
Jacky Schmitt

Vera Sonntag-Buck
Helen Thomas

Gayl Wall*

Catherine Woodroofe®

Physical Instrumentation / Cell Biophysics

Programme coordinators

Christian Boulin (Senior Scientist)
Eric Karsenti (Senior Scientist)

Secretary

Julia Breitwieser

Scientists, Engineers

Franck d’Annunzio
Thomas Bastian
Avi Epstein

Max Haider®
Heinrich Hérber®
Jahanshah Khazaie
Wolfgang Offner
Jean-Christophe Olivo
Ernst Stelzer®
Clemens Storz*
Willem Tichelaar®
Joachim Zach

Fellows

Gerhard Braunshausen (Australia)(VW)

Stefan Hell (Heidelberg)(DFG)

Philip Kéck (Graz)(EMBL)

David Leroy (Lyon)(French Embassy)

Steffen Lindek (Heidelberg)
(Boehringer Ingelheim)

Mounir Maaloum™® (Paris)(EMBL)

Arnd Pralle* (Julich)(EMBO)

Eugen Schwan (Heidelberg)(VW)

Roger Wepf (Zurich)(DFG)
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Visitors

Olivier André* (Mulhouse)
Andreas Bremer® (USA)
Joachim Deubler® (Stuttgart)
Thomas Frechen® (Ludwigshafen)
Heinrich Hohenberg® (Hamburg)
Sylvia Jeney (Heidelberg)
Sophie Josselin*® (France)

Arin Morten Kjempenes* (Bergen)
Mathias Kroug® (Heidelberg)

M. Landauer® (Cambridge)
Matthias Langer (Tlbingen)
Christophe Nicolas* (Lausanne)
Elmar Otto*® (Heidelberg)
Issidora Papassideri* (Athens)
Gotz Pilarczyk® (Heidelberg)
Harald Rose* (Darmstadt)

Arne Rosin® (Heidelberg)

York Steirhoff* (Ttbingen)

Antje Suppinger® (Heidelberg)
Knut Urban® (Julich)

Thorsten Wohland® (Heidelberg)

Assistants

Stefan Albrecht®
Deryck Mills
Rainer Pick
Peter Raynor
Nicholas Salmon
Simon Sheldon
Rainer Stricker

Electronic workshop
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Carol Stettner

Eli Hazan*
Conor Mullaney
Alfons Riedinger
Georg Ritter
Siegfried Winkler

Mechanical workshop

Hans Flésser

Thomas Blum*
Leo Burger
Gaetano Landomini
Helmuth Schaar
Henry Werner®
Otto Wernz

Instrumentation maintenance

Norbert Hassler
Geoffrey Coomber
Peter Everitt

Henk Scholten
Supernumerary
Abdullah Sulayici

Trainee

Gordon Crichton®

Construction bureau

Hans Wittmann



Biochemical Instrumentation

Programme coordinator

Wilhelm Ansorge (Senior Scientist)

Secretary

Julia Breitwieser

Scientists, Engineers

Barbro Beijer*
Mark Douglas
Heiko Drzonek
Holger Erfle
Ramon Eritja®*
Leif Hansson®
Roland Kellner*
Murielle LeBreton
Matthias Mann®
Peter Mortensen
Rainer Saffrich
Christian Schwager
Graham Smith
Brian Sproat®*
Josef Stegemann
Anne-Marie Voie
Hartmut VoB

Jirgen Zimmermann

Fellows

Ramon de la Caridad Guimil Garcia® (Cuba)(DAAD)
Dietmar Grothues! (Germany)(EU)
Morten Gregtli (Oslo)(EMBL)

Stefan Herr* (Heidelberg)(Boehringer Ingelheim)
Ole Jensen* (Copenhagen)(EU)

Gitte Neubauer® (London)(BMFT)

Angelika Schilke (Knoll)(EU)

Gert Talbo* (Odense)(BMFT)

Stefan Wiemann (Heidelberg)(EU)

Matthias Wilm (Munster)(EMBL)

David Will* (Frankfurt)(DFG)

Visitors

Andrea Banrévi* (Budapest)
Vladimir Benes* (Prague)
Helmut Blocker* (Braunschweig)
D. Bossemeyer® (Heidelberg)
Savvas Christoforidis* (loannina)
M. Eilers* (Heidelberg)

Milan Elleder® (Prague)

. Essigmann-Capesius* (Heidelberg)
Carme Fabrega™® (Barcelona)
Elisenda Ferrer* (Barcelona)
Beverly Green* (Canada)

Leroy Hood™ (USA)

P. Hubbe* (Heidelberg)

Wilhelm Just* (Heidelberg)

R. Kaiser® (Bonn)

Andrea Kolbus* (Karlsruhe)
Bernd Korn® (Heidelberg)
Roman Koérner® (Heidelberg)
Viktor Kozich* (Prague)

Tom Kristensen® (Oslo)

Ejvind Mertz* (Odense)

Francis Oudet*® (Strasbourg)
Gabriel Padron Palomares™ (Cuba)
Patrizia Polverino de Laureto® (Padova)
Hans Prydz* (Oslo)

Walter Pyerin® (Heidelberg)

H.J. Rahmsdorf* (Karlsruhe)

S. Rapp* (Heidelberg)

Stefanie Rechmann® (KéIn)
Manfred Renz* (Heidelberg)
Christoph Sensen* (Canada)
Andrew Shevchenko* (Russia)
Ole Vorm* (Copenhagen)

J. Thierry-Mieg® (Montpellier)
Robert Waterston* (USA)
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Assistants Computer Group

Viviane Adam
Marcus Bauer*
Dirk Boschen
Tony Houthaeve
Richard Jacob

Samantha O’Loughlin® Scientists & Assistants
Laura Magris®

Georg Papastavrou® Hans Dobbeling™*
Christian Ribbat® Roy Omond®*
Robert Ventzki*

Marten Wiersma* Matthias Hage

Britta Kunkel*
Mervi Lampinen®
Jochen Lll**
Peter Rice*

Erich Schechinger
Luca Toldo*
Wolfgang Winkler
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Data Library/EBI

Head of Outstation
Paolo Zanella*® (Senior Scientist)
Secretaries

Faith Duhaney*
Katri Sipila®

Research Coordinator

Michael Ashburner*
Head of the Service Component

Graham Cameron (Senior Scientist)
Scientists, Engineers, Assistants

Rolf Alpweiler

Goar Astvatsaturyants®
Timothy Black

Brigitte Boeckmann
Selina Cliff*

Jeroen Coppieters®
Matteo diTommaso*®
Kerstin Dose®

Sarah Dotti*

David Emmert
Tom Flores*

Edda Félimer-Hausle
Rainer Fuchs*
Maria Garcia Pastor®
Alain Gateau™®
Paula Gillespie*
Penelope Goodliffe*®
Robert Harper*

Ralph Hemberger®
Patrick Herde*

Desmond Higgins

Karen Isherwood*

Inge Jonassen®

Renate Kania*

Dharam Karki*

Leif Landeman®

Fiona Lang*

Michele Magrane*

Tirza Mahfood*

Ansar Malik*

Li Malmberg*

Claire Martin*

Conchi Merino-Camerinero®
Michael McGowran*
Stewart Moulton®

Cédric Notredame™®
Claire O’'Donovan
Gabrielle Oestreicher*
Roy Omond*

Benny Shomer*

Ingrid O’Sullivan
Catherine Rice*

Patricia Rodriguez-Tomé*
Peter Sibbald*

John Smith

Michaela Sommerfeldt™
Peter Sterk*

Sally Anne Stewart

Peter Stoehr

Gilinter StoBer

Andrea Teynor-Maclachlan®
Mary Ann Tuli
Robert-James Valverde*®
Robert White

Pieter Willems*

3*
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Visitors
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R. Appell® (Geneva)
A. Bairoch* (USA)
Y. Daito* (Japan)

R. Doelz* (Basle)
W. Haseltine™® (USA)
M. Hirashima* (Japan)
K. Ikeo* (Japan)

T. Imanishi* (Japan)
D. Kingsbury™ (USA)
D. Lipman* (USA)
C. Saccone® (Bari)
N. Saitou™ (Japan)
A. Suzuki* (Japan)
S. Tadasu® (Japan)
Y. Tateno™ (Japan)

Additional Research Activity

Director-General’s laboratory
Scientists

Adam Richman®*
Liang Biao Zheng*

Fellows

Claudia Bagni* (USA)(HCMPO)

Carolina Barillas-Mury™ (Guatemala)(Humboldt)
Rosa Bario® (Heraklion)(HCMP)

Slava Bolohakov* (Heraklion)(EMBL)

Cristiana Mollinari* (Rome)(EMBL)

Alessandra Nori* (Padova)(Univ. of Padova)
Jim Sutherland* (USA)(EMBL)

George Tzertzinis® (Greece)(EU)

Laurence Zwiebel* (USA)(US Dept. of Agric.)

Visitors

John Law* (USA)
Mario Zurita* (Mexico)

Assistants

Alexandra Charlesworth
Belén Mifana*®



Scientific Administration

Scientific coordinator

Frank Gannon®

Szilard Library

Photography and Drawing Office

Visitor

Mary Holmes
Ingeborg Anhausser
Supernumerary

Regina Herhoff*

Richard Harris

Marietta Kaiser
Petra Riedinger
Alexander Sossick
Doros Panayi

Natan Kronenberg* (Rehovot)

Administration

ADMINISTRATIVE DIRECTOR
Barton Dodd*
Secretary

Susanne Lgnstrup

Meetings secretariat
Frieda Glockner
Supernumerary

Véronigue Goossens

FINANCE :
Head of finance
Roland Rivington
Secretaries (Part-time supernumeraries)

Ingrid Clay*
Edda Félimer-Hausle®

Budget
Zuri Mahfood
Supernumerary

Dale Dean*®
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Book-keeping

Albert Stegmdiller

Avy Altwarg
Daniela Becker
Agnes Bosshard
Annick Zimmer®

Supernumeraries

Martin Gawlitta

Anjariitta Savolainen

Sarah Wroot®*

Trainee

Stéphanie Moret*

Inventory & Price control

Ingo Liedtke®
Torben Poulsen®

Supernumerary

Annette Kuhimey

Purchase

Stores
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Christian Moritz

Maria Varela

Supernumerary

Margaret Schnorr

Sean Bourke
Hans Herzog
Ingo Liedtke*

Supernumeraries

Dale Dean*
Richard Wittmann*

PERSONNEL AND INFRASTRUCTURE

Konrad Mdller

Ann Cooper

Mary Culloo*
Petra Seethaler
Tini Tan*

Murielle Victouron®
Annick Zimmer*

Supernumeraries

Christina Diehl*
Thomas Glaser®
Martina Jaschke*
Tanya Powell®*
Timothy Wilson*
Jasmin Wink*
Wolfgang Zubrod*

Trainees

Fabiana Bianchi* (Rome)(EMBL)

Clare Bridgewater™ (Wolverhampton)(EMBL)
Abdel Etri* (London)(EMBL)

Emma Reeve* (Wolverhampton)(EMBL)

Software support officer

Richard Billing*

Telephonists (Supernumeraries)

Mary Culloo*
Faith Duhaney*
Penny Richards

Central Secretariat

Supernumeraries

Pat Appleton*

Fiona Berrie

Ingrid Clay**

Edda Follmer-Hausle*
Sabine Johnson™®
Servane Leillard*



Secretaries for predoctoral fellowship programme

Ingrid Clay**
Maria Ittensohn®

Course and Workshop Secretariat

Ingeborg Fatscher®™®
Maria Ittensohn®

Operon Service (Part-time supernumeraries)

Hilde Schuhmacher®
Josefine Vogel®

Building and remodelling

Ernst Heinméller

Building maintenance
Helmut Kollenz
Supernumeraries
Bernd Bonnawitz*
Norbert Ehmer
Antonio Quintana Pardo
Christa Schmiemann®
Carsten Schmidt*
Carlos Verdera-Chico
Jan Wicher*
Trainee

Marko Arola® (Tampere)(DAAD)

Biological safety officer and Laboratory steward
Claude Hantz
Supernumerary

Jirgen Beneke

— Tailoring (Part-time supernumerary)

Martha Friedmann

— animal house
Mark Hodson
Sana Nurmi
Barbara Stace
David Stoddart
Peter Zavorsky™

Supernumeraries

Jurgen Baumann
Klaus Berger*
Alfredo Castro-lbarra®
Arndt Christeleit™
Thomas Engelmann*
Ludwig Merkel
Helmut Schmitt

Canteen & Cafeteria

Claus Himburg

Supernumeraries

Mia Bolstad*
Gunther Engelhard®
Siegfried Fengler*
Klaus Fleckenstein*
Roswitha Gassmann*
Hartmut Géhrig

Heidi Gotz

Elzbieta Himburg
Anna Hofmann
Teresa Janscho®
Bezalel Kosten®
Andreas Leibert*
Frieda Leyer”
Anthony Mc Conago*
Domenico Pizzonia*
Shanta Rajasooriya®
Christiane Saubert*
Hilda Schuhmacher-Lang*®
Waltraud Steinhauser®
Ute Streib®

Karin Wetterauer
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Driver
Erich Honig
Supernumeraries

Manfred Klevenz
Heinrich Rey®
Wilhelm Weschenfelder®

Gardeners

Karl-Heinz Fleckenstein
Manfred Weingand

Supernumerary
Helmut Moro

Supervisor of EMBL children at
international school
(part-time supernumerary)

Barbara Scheucher
Nursery (part-time supernumeraries)

Patricia Appleton®
Helen Bennett*
Karin Dehlem*
Constanze Diedrichs*
Christina Diehl®
llse Engelmann
Catherine Evans*
Susanne Flosser®
Anna Friedl®
Monika Hillesheim
Doris Hoffmann®
Ruth Humphries*
Martina Kénig*
Inge Késsler
Yumiko Niimura®
Lucie Pfaffova
Sybille Pichner
Gisela Ruenzi
Sabine Schwenk*
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Michaela Schulz*
Kristine Warne
Paula Waters*
Ute Wetzstein
Malgorzata Zirm*

Housing service (part-time supernumerary)

Dieter Hinze

Guesthouse & ISG (part-time supernumeraries)

Yvonne Powell

Carmen Becker*
Christine Berlepsch*
Rita Bonnawitz

Elsa Elfner

Tracy Humphries
Sabine Lehninger
Rolf Merx*
Damian-Robert Rogers
Diana Schmitt*

Inge Schuhmacher
Anna Smutek*
Elisabeth Stang
Rosemarie Thome*
Kéathe Wayer

Imelda Weber
Michaela Zander®

Trainees
Helen Berry* (Wolverhampton)(EMBL)

Philip Jens® (Wiesloch)(EMBL)
Karen Stewart™ (Africa)(EMBL)

Housekeeping Service (Supernumeraries)

Giinter Burkart*
Gerhard Imkeit
Kunibert Schenk*®
Manfred Schmitt
Helmut Schneider®
Mustafa Uyguner
Bernd Wolfbeisz*



Cleaning service (part-time supernumeraries)

Klaus-Dieter Eberlein

Hedwig Heger

Gertrud Leberer
Magdalena Merklinger
Magdalena Parmentier®
Monika Reis*

Klara Schmitt

Renate Sommer*

Lore Thome*

Caroline Weingand
Medhin Woldegiorgis

Security Service (part-time supernumeraries)

Hans Riemann

Hans-Jurgen Blum
Hans-Jiirgen Heinath™
Jurgen-Otto Jahnke
Alex Jansen

Klaus Kellner

Heinz Lammel

York Lechtenbérger
Bernd Meinhard
Werner Milbrodt

Josef Nawrat

Helmut Rudolph
Hubert Riicker

Jurgen Stiitzinger®
Arno Ulrich

Karl Zipp*

Werner Zipp-Schemenauer®

Outstation at DESY, Hamburg

Head of Outstation

Keith Wilson (Senior Scientist)

Secretaries

Margret Fischer”
Gabi Jansen

Scientists

Christian Betzel
Zbigniew Dauter
Christoph Hermes
Michel Koch®
Hans-Friedrich Nolting®
Gerd Rapp”

Wojciech Rypniewski
Roelof van Silthout
Dmitri Svergun

Alexei Teplyakov
Constantin Vorgias®

A

Fellows

Paola D’Angelo® (Rome)(HCMP)

Claudio Barberato (Brasil)(CNPQ Brasil)

Susann Butterworth (U.K.)(SERC)
Susanne Eschenburg (Berlin)(EMBL)
Gwyndaf Evans (Warwick)(EMBL)
Viktor Lamzin (Russia)(EMBL)
Anastassis Perrakis (Athens)(HCMP)
Michael Rappolt (Hamburg)(EMBL)
Zehra Sayers (Hamburg)(GKSS)
Thomas Schneider (Munich)(EMBL)
Paola Sebastiao (Porto)(EU)

Vicente Armando Solé (Valencia)(EMBL)
Galina Tepliakova-Obmolova (Russia)(EMBL)

Ivo Tews (Heidelberg)(EMBL)
Martin Walsh (York)(EU)
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Technicians and engineers

Peter Bendall
Patricia Brouillon
Evangelos Christodoulou™®
Miroslava Dauter®
Michael Hahn

Beno Hendrik Kunst
Sandra McLaughlin
Bernd Robrahn
Howard Terry
Marcia Visanji
Renault Vincentelli*

Mechanical workshop

Thomas Gehrmann
Robbert Kléring
Viktor Renkwitz

Driver and Caretaker

Albrecht Berger

Supernumeraries

Herma Ignatz
Tita Pohl®

Short-term visitors
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. Aberg (Grenoble)

. Ahlers (Minster)

. Alexeev (Edinburgh)
. Alzari (Paris)

. Andersson (Uppsala)
. Angelova (Berlin)

. Antson (York)

. Arner (Lund)

. Ashley (Oxford)

. Athanasiadis (Heraklion)
. Bagni (Florence)

. Balgavy (Bratislava)

D. Banner (Basle)
H.-D.Bartunik (Hamburg)
B. Bax (London)

B. Behrend (Hamburg)

N. Benali-Cherif (Marseille)
S. Benini (Bologna)

W. Bennett (Hamburg)

. Bercholdt (Frankfurt)

. Bergdoll (Strasbourg)

. Berger (Frankfurt)

. Bergfors (Uppsala)

. Bertrand (Grenoble)

. Beyer (Munich)

. Bigi (Florence)

. Bizebard (Gif-sur-Yvette)
Béhlen (Hamburg)

. v.d. Boom (Marseille)

. Bottari (Rome)

. Brandenburg (Borstel)
. Brenner (Hannover)

. Brezesinski (Mainz)

. Briganti (Florence)

. Brzozowski (York)

. Bittner (Hamburg)

. Bunjes (Braunschweig)
. Burkhardt (Berlin)

. Cecchi (Florence)

. Cambillau (Marseille)

. Cameron (Uppsala)

. Cantau (Marseille)

. Casale (Nerviano)

. Cedergren (Stockholm)
. Choinowski (Zurich)

. Clerc (Paris)

. Coll (Barcelona)

. Conti (London)

Cooper (London)

. Cramer (Hamburg)

. Crennell (Bath)

. Cura (Strasbourg)

. Czeslik (Dortmund)

. Damman (Hamburg)

. Davies (York)

|. Dementeva (Moscow)
B. Denef (Louvain)

Z. Derewenda (Edmonton)
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M. dErme (Rome)

G. Diedrich (Berlin)

K. Divne (Uppsala)

F. Dominguez (Porto)

R. Dominguez (Paris)

S. Doublie (Grenoble)

M. Dosiére (Mons)

G. Dreezen (Louvain)

V. Ducros (Marseille)

F. Duffner (Dublin)

A.-K. Duhme (Oldenburg)
K. Eersels (Louvain)

P. Emsley (Glasgow)

C. Engel (Heidelberg)

C. Enroth (Uppsala)

J. Erbes (Dortmund)

M. Eriksson (Uppsala)

U. Ermler (Frankfurt)

B. Etges (Heidelberg)

C. Evrard (Louvain)

S. Feil (Fitzroy)

M.C. Feiters (Nijmegen)
M.R. Festa (Rome)

R. Ficner (Heidelberg)

L. Finegold (Philadelphia)
I. Fita (Barcelona)

F. Fortunato (Hamburg)
C. Fougnies (Mons)

J. Frank (Heidelberg)

M. Fraser (Edmonton)

C. Frazao (Oeiras)

G. Fritzsch (Frankfurt)

P. Fromme (Berlin)

S. Funari (Leipzig)

A. Gabriel (Grenoble)

S. Gamblin (London)
M.-A. Garay (Edinburgh)
I. Garcia (Barcelona)

E. Garcin (Grenoble)

E. Garman (Oxford)

A. Gerke (Braunschweig)
L. Goobar-Larsson (Stockholm)
R. Golmohammadi (Uppsala)
E. Grell (Frankfurt)

P. Griffiths (Oxford)

M. Gritter (Basle)

A. Guarné (Barcelona)

D. Giinther (Berlin)
H.A.S. Hansen

J. Harford (London)

H. Hartmann (Mainz)

E. Harutyunyan (Moscow)
J. Heeren (Hamburg)

R. Hilgenfeld (Frankfurt)
W. Hinrichs (Berlin)

F. Hirche (Halle)

H. Hoier (Groningen)

B. Hoskins (London)

C. Hoyer (Hamburg)

W. Huang (Uppsala)

G. Huebner (Halle)

J. Hihn (Hamburg)

M. Isupov (Moscow)

E. Jacoby (Heidelberg)
H. Jakob (Vienna)

M. Jeltsch (Hamburg)

J. Josephsen (London)
C. Jurinke (Hamburg)

W. Kabsch (Heidelberg)
P. Kanellopoulos (Heidelberg)
R. Kaptein (Utrecht)

A. Katrusiak (Poznan)

T. Kawashima (Grenoble)
B. Klésgen (Berlin)
R.J.M. Klein Gebbing (Nijmegen)
M. Kéberl (Mlnster)

S. Koenig (Halle)

M. Kozin (Moscow)

T. Keitel (Dortmund)

T. Kim (Hamburg)

G. Kleywegt (Uppsala)

S. Knight (Uppsala)

M. Knossow (Gif-sur-Yvette)
S. Koch (Hamburg)

S. Koellner (Berlin)

M. Kokkinidis (Heraklion)
U. Képke (Frankfurt)

Th. Kraft (Hanover)

J. Krause (Houston)

N. Krauss (Berlin)

U. Krengel (Groningen)
M. Kriechbaum (Graz)
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R. Kuban (Dortmund)

H. Kiihn (Berlin)

S. Kuprin (Stockholm)

I. Kuranova (Moscow)

R. Lagerstedt (Lund)

P. Laggner (Graz)

R. Lambert (London)

E. Lammert (Hamburg)
R. Lancaster (Frankfurt)
F. Langmayr (Vienna)

M. Lascombe (Paris)

A. Lebedev (Moscow)

A. Leslie (Cambridge)
A.-M. Levelut (Paris)

K. Lewinski (Cracow)

A. Liesum (Frankfurt)

A. Liljas (Uppsala)

B. LiB (Hamburg)

D. Logan (Strasbourg)
S. Longhi (Marseille)

S. Lorenz (Berlin)

A. Lichow (Hamburg)
M. Luic (Berlin)

M. Macinai (Florence)

B. Médler (Leipzig)

M. Magali (Heidelberg)
R. Malessa (Dortmund)
E. Mandelkow (Hamburg)
S. Mangani (Siena)

A. Marina (Barcelona)

N. Marx (Hamburg)

A. Mattevi (Pavia)

P. Mattias (Oeiras)

G. McDermott (Glasgow)
P. McLaughlin (Edinburgh)
J. Mesters (Frankfurt)

P. Metcalf (Heidelberg)
J. Meyer (Freiburg)

W. Meyer (Lubeck)

M. Miller (Houston)

W. Minor (West Lafayette)
N. Mischenko (Louvain)
A. Mitschler (lllkirch)

R.v. Montford (Groningen)
M. Moore (York)

J. Morais (Oeiras)

S. More (Berlin)

U. Muecke (Halle)

I. Munro (Daresbury)

J. Murray-Rust (London)
. Musacchio (Heidelberg)
. Neu (Heidelberg)

. Nicolas (Marseille)

. Noble (Oxford)

. Nolsoe (Aarhus)

. Nolte (Berlin)

. Nordahl (Copenhagen)
. Notbohm (Libeck)

. Nunn (Sutton)

. Nunn (Basle)

. Oertel (Dundee)
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DPP receptors and the control of tracheal cell mi-
gration in Drosophila melanogaster

M. Sudol (New York, NY, USA)
Functional characterization of Yes proto-oncogene:
proposal of a new protein domain

P. Demchenko (Kiev, Ukraine)
Protein dynamics and function: modelling of excited
and transition states

N. Heintz (New York, NY, USA)
Molecular mechanisms of cerebellar development
and dysfunction

P. Cohen (Dundee, U.K.)
Dissection
of protein phosphorylation cascades involved in
cellular responses to growth factors and to stress



Seminars-Hamburg

S. Kuprin (Stockholm, Sweden)
Molecular machines of the living cell

K. Polyakov (Moscow, Russia)
RNase P1

V. Tishkov (Moscow, Russia)
Protein engineering of formate dehydrogenase

S. White (Durham, U.K.)
Prokaryotic ribosomal proteins: structure, RNA-
binding & evolution

M. Bewley (Leeds, U.K.)
Annexin V — a calcium channel?

J. Regini (Oxford, U.K.)
Electrical charge and order, disorder transitions in
muscle

G. Davies (York, U.K.)
Structural studies on cellulases: basis for exo- and
endo-action

A. Angelova (Berlin, Germany)
Intermolecular interactions in monolayers and
Langmuir-Blodgett films

M. Sikorski (Poznan, Poland)
Molecular aspects of nitrogen fixation in leguminous
plants

L.X. Finegold
The lower temperature limit of life and transitions in
membranes from the antarctic dry valleys

D. Triantafillidou (Thessaloniki, Greece)
Structural and functional properties of (-galacto-
sidase from Barley seeds

B. Vainshtein (Moscow, Russia)
Diffraction studies at Langmuir-Blodgett films

J. Frank (Heidelberg, Germany)
Structure and function of the ribosome studied by
3D electron microscopy

H. Luessen (Leiden, Netherlands)
Mucoadhesive excipients in peroral peptide drug
delivery

E. Rokita (Cracow, Poland)
Formation of minerals in the human body

I. Munro (Daresbury, UK)
Biological spectroscopy and imaging at the SRS

G. Kleijwegt (Uppsala, Sweden)
Building better models — why and how?

P. Laggner (Graz, Austria)
Membranes, lipids, lipoproteins — X-ray studies on
structure and dynamics

P. Balgavy (Bratislava, Slovakia)
The interaction of local anesthetics with model
membranes

R. Kaptein (Utrecht, Netherlands)
Protein-DNA recognition. A view from NMR.
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Seminars-Grenoble

F. Rey (Cambridge, MA, USA)
Structure of the flavivirus surface glycoprotein E

M. Kron (Michigan, USA)
Identification of an asparaginyl-tRNA synthetase in
a human filarial parasite

L. Boqué (Barcelona, Spain)
Covalent derivatives from ribonuclease A: structure
and biochemical implications

K. Strub (Geneva, Switzerland)
The translational control function of the eukaryotic
signal recognition particle

R. Mache (Grenoble, France)
Biogenesis of plastid ribosomes

C. Stehlin (Basle, Switzerland)
Mutational analysis on a (8/a)s barrel protein from
E.coli

H. von Seggern (Erlangen, Germany)
X-ray storage phosphors: mechanisms and appli-
cations

M. Safro (Rehovot, Israel)
The three-dimensional structure of phenylalanyl-
tRNA synthetase from Thermus thermophilus at
2.9 A resolution

S.McSweeney (Daresbury, U.K.)
The evolution of a MAD beam-line at the SRS
Daresbury

B. Hirt (Lausanne, Switzerland)
Murine parvoviruses: studies on host range and on
replication

I. Braakman (Amsterdam, Netherlands)

Membrane protein folding in the endoplasmic retic-
ulum of mammalian cells
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D. Gallwitz (Géttingen, Germany)
Structure and function of small GTPases involved
in intracellular membrane traffic

R. Gerard (Texas, USA)
Adenovirus-mediated gene transfer: basic science
and functional applications

M. Schwemmle (Freiburg, Germany)
Biochemical characterization of the interferon in-
duced GTPases MxA and hGBP

M.H.V. van Regenmortel (Strasburg, France)
Synthetic peptides as models of antigenic sites:
potential and limitations

I

. Schwab (Graz, Austria)
Plasmid stability in Gram-negative bacteria: the par-
titioning system of broad-host-range plasmid RP4

o

. Abad-Zapatero (Abbott Park, IL, USA)
Applications of protein crystallography to drug de-
sign and protein engineering: the black, the white
and the grey

o

. Miller (Cambridge, MA, USA)
The crystal structure of NFkB-P50 homodimer in
complex with DNA at 2.6 A resolution

[

. Onesti (Pavia, ltaly)
Crystal structure of lysyl-t-RNA synthetase (LysU)
from E.coli

w

. Klimasauskas (Cold Spring Harbor, NY, USA)
An amazing distortion in DNA induced by a methyl-
transferase

>

. Friedman (New Haven, CT, USA)
Crystal structure of the Lac repressor core fragment
by the MAD method: unexpected (a)symmetry and
implications for DNA looping

n

. Vellieux (IBS/LCCP, Grenoble, France)
Trypanosomal glyceraldehyde phosphate dehydro-
genase: a structure solved with 63% of the data
missing



Courses 1994

The following courses, conferences and symposium were
held at the EMBL in Heidelberg in 1994:

EMBO Courses

13.6.-18.6.1994

05.7.-16.7.1994

18.9.-27.9.1994

19.10.-29.10.1994

30.10.-12.11.1994

MICROINJECTION, ELECTRO-
PORATION AND PARTICLE
TRANSFECTION OF CELLS
W. Ansorge, G. Neuhaus,

R. Saffrich & M. Trendelenburg

CURRENT METHODS IN
MEMBRANE PROTEIN RESEARCH
W. Kihlbrandt, F. Pattus

& M. Saraste

CRYO-ELECTRON MICROSCOPY
AND THREE-DIMENSIONAL
IMAGE RECONSTRUCTION

S. Fuller, K. Leonard

& M. Radermacher

DNA SEQUENCING:
ADVANCED APPROACHES,
AUTOMATED METHODS
AND ANALYSIS

W. Ansorge, T. Kristensen

& H. Voss

PROTEIN DESIGN
ON COMPUTER
C. Sander & G. Vriend

EMBL Conferences

18.4.-21.4.1994 ONCOGENES AND
GROWTH CONTROL
T. Graf
H. Land
P. Nurse

28.8.-01.9.1994 FIRST MEETING
ON TRANSCRIPTION
P. Baeuerle
S. Jackson
H. Stunnenberg
H. Scholer

EMBL Symposium

07.10.-09.10.1994 ALUMNI SYMPOSIUM
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Collaborative Projects with other Laboratories

Staff member Collaborator Country Topic

Cell Biology

K. Simons H. Garoff Sweden Use of Semliki Forest virus vectors in cell
Karolinska Institute, Stockholm biology

K. Simons M. Maserini Italy Photoactivatable glycolipid cross-linkers
University of Milan

K. Simons C. Montecucco Italy Use of neurotoxins to inhibit vesicular trans-
University of Padova port

C. Dotti K. Beyreuther Germany The intracellular routing of the different
ZMBH, Heidelberg forms of the human amyloid protein precur-

sor (APP) in polarized neurons

C. Gonzélez J. Avila Spain Identification of the MAP18 homolog in
CBM, Madrid Drosophila

C. Gonzélez B. Fenton U.K. Mechanisms of chromosomes segregation
SCRI, Dundee in aphids

C. Gonzalez D. Glover U.K. Molecular characterisation of Asp and Mgv
University of Dundee

C. Gonzalez C. Sunkel Portugal Position effect of Drosopila pericentromeric
Centre f. Experimental sequences
Cytology, Porto

G. Griffiths R. Blasco Spain The assembly of vaccinia virus
Madrid
B. Moss USA
NIH, Bethesda
R. Doms USA
Univ. of Pennsylvania, Philadelphia
M. Esteban Spain
Nation. Centre of Biotechnology, Madrid

G. Griffiths H. Dieplinger Austria Biochemical characterization of phago-
University of Innsbruck somes
L. Huber Switzerland
University of Geneva
G. Celis Denmark
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Staff member Collaborator Country Topic
G. Griffiths H. Faulstich Germany Analysis of the composition of lysosomal
MPI, Heidelberg enzymes and identification of molecules re-
sponsible for providing a reducing environ-
ment in phagosomes
G. Giriffiths W. Hong Malaysia Localization of a novel IC marker and the
University of Singapore KDEL-receptor
G. Griffiths S. Kusnetzov Germany The role of actin in phagosome biology
University of Rostock
G. Griffiths C. Schneider Italy Surface distribution of GAS1
CIB, Trieste
G. Griffiths T. Schroer USA The localization of dynactin subunits
Johns Hopkins University
G. Griffiths B. Storrie USA Phagosome project
Polytechnics Inst.
Blacksburg, Virginia
G. Giriffiths T. Tjelle Norway Phagosome-endosome/lysosome
University of Oslo interactions
G. Griffiths B.-H. Toh Australia Immunolocalization of a novel early endo-
Monash Medical School, Clayton somal autoimmune antigen
J. Burkhardt D. Fahimi Germany Set up of an in vitro peroxisosome-
University of Heidelberg microtubule binding assay
J. Burkhardt K. Sandhoff Germany Analysis of lysosomal storage organelles in
University of Bonn human saposin-precursor deficient patients
J. Burkhardt R. Vallee USA Effect of dynactin complex disruption on the
Worcester Foundation localization of membrane organelles
R. Parton D. Brown USA Intracellular routing of GPl-anchored pro-
State Univ. New York, Stony Brook teins in epithelial cells
R. Parton V. Gerke Germany Investigating the effect of mutant forms of
MPI, Géttingen annexin Il on endosome structure and func-
tion
R. Parton J. Gruenberg Switzerland Molecular characterisation of endosome dy-
University of Geneva namics and organisations
J. Heuser USA
Washington University
T. Kobayashi Japan

Tohoku University, Sendai
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Staff member Collaborator Country Topic

R. Parton V. Gerke Germany Molecular characterisation of endosome dy-
MPI f. Biophys. Chem., Géttingen namics and organisations

R. Parton J. Kartenbeck Germany Internalization of SV40
DKFZ, Heidelberg

B. Hoflack P. Lobel USA Function of the mannose 6-phosphate re-
Rutgers University, Piscataway ceptors in lysosomal enzyme transport

B. Hoflack B. Goud France The small GTPase Rab6 and intra Golgi
Pasteur Institute, Paris transport

B. Hoflack D.C. Johnson Canada Implication of the mannose 6-phosphate re-
McMaster University Hamilton, ceptors in the biogenesis of the Herpes
Ontario virus

B. Hoflack P. Klenk Germany Trafficking of furin
Philipps University, Marburg

B. Hoflack A. Luini Italy Coat assembly in the Golgi and the GTPase
Mario Negri Institute, Maria Imbaro ARF-1

E.C. Hurt S. Emig, C. Weise & Germany Peptide sequence analysis of unknown
F. Hucho yeasts nuclear pore protein
University of Berlin

A. Hyman P. Sorger USA Interactions of chromosomes with micro-
Whitehead Institute, MIT, Boston tubules of the mitotic spindle

E. Karsenti J. Avila Spain Role of MAPS in microtubule dynamics
University of Madrid

E. Karsenti P. Cohen U.K. Role of phophates in microtubule dynamics
University of Dundee

E. Karsenti J. Howard USA Physical aspects of microtubulemotor inter-
University of Seattle actions

E. Karsenti S. Leibler USA Modeling of microtubule dynamics and spin-
University of Princeton dle assembly

E. Karsenti T. Mitchison USA Role of motor proteins in spindle assembly
University of California
M. Philippe France
CNRS/University of Rennes
C. Wylie U.K.
University of Cambridge

M. Zerial C. Bucci Italy Functional studies on Rab proteins in epi-
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Staff member Collaborator Country Topic

M. Zerial P. Chavrier France Functional studies on Rab21
Centre of Immunology of
Marseille-Luminy, Marseille

M. Zerial D. Gallwitz Germany Studies on Ypt51p, Ypt52p and Ypt53p in
MPI f. Biophys. Chem., Géttingen S.Cerevisiae
P. Philippsen Switzerland
Biocentre, Basle

M. Zerial B. Goud France Studies on Rab5/Rab6 hybrids to molecu-
Institute Pasteur, Paris larly define the functional regions of Rab

proteins

M. Zerial E. Lehtonen Finland Identification of genes induced during the

University of Helsinki transition from mesenchyme to epithelium
in mouse embryonic kidney

M. Zerial M. McCaffrey Ireland Functional studies on Rab1 and Rab4
University of Cork

M. Zerial M. Seabra, M. Brown & USA REP-mediated isoprenylation and mem-
J. Goldestein brane association of Rab5
University of Texas, Dallas

M. Zerial A. Wandinger-Ness USA Regulation of endocytosis by Rab5 in polar-
Northwestern University, Evanston ized epithelial cells

M. Zerial G. Zabucchi Italy Identification of GTP-binding proteins in hu-
University of Trieste man neutrophils and eosinophils

Differentiation

T. Graf D. Clegg USA The role of apfBy integrin VLA-2 in eye
University of California, Santa Barbara development

T. Graf I. Flamme Germany Blood island formation in early avian em-
MPI f. Physiological and bryos
Clinical Research, Bad Nauheim

T. Graf H. Land U.K. Cooperation between the transcription fac-
ICRF, Lincoln’s Inn Fields, London tors c-Ets-1, c-Myc and USF

T. Graf D. Leprince & D. Stehelin France The effects of point mutational differences

U124 INSERM-IRCL, Lille

between c-Ets-1 and the oncogenically ac-
tivated form in the E26 Myb-Ets fusion pro-
tein
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Staff member Collaborator Country Topic
T. Graf A. Leutz Germany Does c¢/EBPS influence lineage determina-
Max-Delbriick Centre, Berlin tion in haematopoietic progenitors?
S. Cohen H. Jackle Germany Do the gap genes buttonhead, empty spir-
MPI f. Biophysical Chem., Gottingen acles and orthodenticle specify segmental
identity in a combinatorial manner?
S. Cohen S. DiNardo USA The role of arrow in the wingless signal
Rockefeller University, New York transduction pathway
S. Cohen S. Parkhurst USA cAMP-dependent protein kinase A medi-
Fred Hutchinson Cancer ates hedgehog and patched signal trans-
Research Center, Seattle duction pathways in patterning the limbs
S. Cohen P. Simpson France Investigation of the concentration depen-
LGME/INSERM, Strasburg dent interaction of wingless and shaggy in
patterning the wing
S. Courtneidge A.l. Magee U.K. Fatty acid modifications of Src family tyro-
National Inst. f. Medical sine kinases
Reseach, London
S. Courtneidge M. Roussel USA The interaction of Src family tyrosine ki-
St. Jude Children’s Research nases with the activated CSF-1 receptor
Hospital, Memphis
S. Courtneidge E. Wagner Austria Comparison of the in vivo activities of ham-
IMP, Vienna ster and mouse polyomavirus middle T anti-
gens
R. Klein M. Barbacid USA Generation and analysis of trk mutant mice
Bristol-Meyers Squibb
Pharm. Research Inst., Princeton
R. Klein A. Davies U.K. Neurotrophin-3 signalling in neurons lacking
St. Andrews University a functional trkC receptor
R. Klein G. Lemke & M. Gassmann USA Generation and analysis of germline tar-
The Salk Institute, San Diego geted mice deficient in neural receptor ty-
rosine kinases
R. Klein E. Pasquale USA Functional interactions between Lerk lig-
La Jolla Cancer Research Center ands and members of the Eph receptor
family
R. Klein T. Pawson & M. Henkemeyer Canada Generation and analysis of germline tar-

76

Samuel Lunenfeld Research Inst.
Mount Sinai Hospital, Toronto

geted mice deficient in both Sek4 and Nuk
receptor tyrosine kinases



Staff member Collaborator Country Topic

R. Klein J. Represa, T. Schimmang & Spain Analysis of inner ear development in trk
F. Giraldez mutant mice
University of Valladolid

M. Mlodzik A. Fjgse Norway Analysis of svp-like genes in zebrafish neu-
University of Bergen rogenesis

M. Mlodzik Y. Hiromi USA Functional analysis of the seven-up gene
Princeton Univeristy

M. Mlodzik l. Kiss Hungary Genetic screens for second-site modifiers of
Academy of Sciences, Szeged the svp and scabrous genes

M. Mlodzik M. Perez-Alonso Spain Molecular analysis of the take-five locus
University of Valencia, Burjasot

R. Zeller A. Carrasco Argentina Evolutionary study of the molecular basis of
University of Buenos Aires neural induction and limb pattern informa-

tion

R. Zeller G. Martin USA Interaction of FGF’s and Ld proteins during
UCSF, San Francisco limb pattern formation

R. Zeller R. Maxson USA Rescue of the Id limb phenotype using
Comprehensive Cancer Center, transgenic mice
USC Norris, Los Angeles

Biological Structures and Biocomputing

P. Argos F. Beltrame Italy Development of a program package to
University of Genova retrieve simultaneously information from
R. Délz Switzerland molecular biological databanks
Biocentre, Basle
E. Troiano Italy
AITEK Company, Genova

P. Argos R. Beynon U.K. Structural principles of limited proteolyis
University of Manchester

P. Argos D. Bordo Italy Analysis of side-chain hydrogen bonds in
University of Genova protein tertiary structures and their signifi-

cance in stability
P. Argos E. Donath Germany Brownian dynamics simulation of charged

Humboldt University, Berlin

membrane components
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Staff member

Collaborator

Country

Topic
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. Fuller

. Fuller

. Fuller

. Fuller

P. van Duijnen
University of Groningen

H. Ehmke
University of Heidelberg

J. Garnier
CNRS, Saclay

H. Jornvall
Karolinska Institute, Stockholm

G. Marcenaro
BIOTEK Co.

P. Mehta
University of Zurich

S. Pascarella
University of Rome

G. Roy

Univ. of Western Australia, Nedlands

J. Thornton
London University

J. de Vlieg
Unilever Corporation, Rotterdam

H. Vogel
University of Calgary

D. Wishart
University of Alberta

D. Bamford
University of Helsinki

R. Burnett
Wistar Institute, Philadelphia

D. Ganem

University of California, San Francisco

S. Harrison
Harvard University, Cambridge

Netherlands

Germany

France

Sweden

Italy

Switzerland

Italy

Australia

U.K.

Netherlands

Canada

Canada

Finland

USA

USA

USA

Simulations involving the dielectric contin-
uum model in quantum mechanical calcula-
tions

Predicting folds of small pore-forming com-
ponents by the genetic algorithm

Secondary structure prediction of proteins
from multiply aligned sequences

Sequence analysis of short-chain dehydro-
genases

Development of a program package to
retrieve simultaneously information from
molecular biological databanks

Secondary structure prediction of proteins
from multiple sequence alignments

Analysis of conserved structure in homolo-
gous proteins

Conservation of structural properties in dis-
tantly related protein tertiary structures

Modelling of conformational changes re-
quired for limited proteolytic sites

(i) Computer simulations involving absorp-
tion of proteins on charged surfaces; (ii)
Achieving thermal stability of sauvinese
through site-directed mutagenesis

Theoretical methods to determine pKj, val-
ues at protein titrating sites

Predicting ab initio folds form NMR assign-
ment of secondary structures

Structure and assembly of bacteriophage
$6 and PRD1

Structure of adenovirus

Structure of assembly of hepatitis B surface
antigen

Structure of a flavivirus particle



Staff member Collaborator Country Topic
S. Fuller F. Heinz Austria Structure of a flavivirus particle
University of Vienna
S. Fuller M. Kaspar Germany Localization of protein disulphide isomerase
Institute of Pathology, Dresden in pathogenic states
S. Fuller H.-G. Krauslich Germany Structure and dissociation of HIV gag parti-
DKFZ, Heidelberg cles produced by a baculovirus expression
system
S. Fuller M. Nassel, F. Birnbaum Germany Hepatitis B capsid structure
& H. Schaller
University of Heidelberg
S. Fuller H. Saibil U.K. Image reconstruction of a retrotransposon
Birkbeck College, London particle
W. Kuehlbrandt ~ J.F. Allen Sweden Genetic engineering and expression of re-
Lund University combinant LHC-II
A. Cuming, U.K.
Leeds University
W. Kuehlbrandt K. van Amerongen & Netherlands Spectroscopic studies of LHC-II
R. van Grondelle
Free University, Amsterdam
W. Kuehlbrandt Y. Fujiyoshi Japan High-resolution electron microscopy of 2D
IIAR, Kyoto crystals of plant light-harvesting complex at
liquid-helium temperature and 400 kV
W. Kuehlbrandt  B. Green Canada Molecular modelling of LHC-II homologues
University of British and stress-response proteins from plants
Columbia, Vancouver and cyanobacteria
W. Kuehlbrandt ~ G. Hauska Germany 2D crystallization and electron crystallogra-
University Regensburg phy of cytochrome bgf complex from chloro-
plast membranes
W. Kuehlbrandt  R. Henderson U.K. European facility for high-resolution elec-
MRC LMB, Cambridge tron cryo-microscopy of biological speci-
J. Lepault France mens
CNRS, Paris
Philips Electron Optics Netherlands
Eindhoven
F. Zemlin Germany
Fritz-Haber Institute, Berlin
W. Kuehlbrandt  A. Kréger & H. Michel Germany Crystallization of fumarate reductase

MPI {. Biophysics, Frankfurt
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Staff member Collaborator Country Topic
W. Kuehlbrandt  R. Reithmeier Canada 2D crystallization and electron crystallogra-
University of Toronto phy of band 3 anion exchange protein from
human erythrocyte membranes
W. Kuehlbrandt  G. Scarborough USA Electron crystallography of proton ATPase
University of North Carolina,
Chapel Hill
B. Bullard M. Cervera & R. Marco Spain EC thin filament network: study of thin fila-
Auton. University, Madrid ment regulation in Drosophila flight muscle
A. Ferrus Spain
Institute Cajal, Madrid
J. Lepault France
CNRS, Gif-sur-Yvette
J. Sparrow U.K.
University of York
K. Leonard T. Buckley Australia Aerolysin
University of Victoria
G. van der Goot Switzerland
University of Geneva
M. Parker Australia
Hospital St. Vincents, Melbourne
F. Pattus France
ESBS, Strasburg
D. Tsernoglou Italy
Rome
K. Leonard M.C. Reedy USA Drosophila muscle mutants
North Carolina
K. Leonard H. Weiss & T. Friedrich Germany Complex |
University of Dusseldorf
P. Metcalf I. Simon & R. Goody Germany Kinetic charachterization of Rab7 and Rab7
MPI, Dortmund mutants
M. Nilges R. Folmer & C. Hilbers Netherlands Refinement of single-stranded DNA bind-
University of Nijmegen ing proteins and model building of single-
stranded DNA/protein complexes
M. Nilges K. Junius & G. King Australia Refinement of endothelin Il and Jun.
University of Sydney
M. Nilges M. Williamson U.K. Chemical shift calculations
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Staff member Collaborator Country Topic

H. Oschkinat A. Bacher Germany NMR of large proteins, riboflavin biosynthe-
TU, Munich sis

H. Oschkinat D. Oesterhelt Germany NMR of membrane proteins
MPI of Biochemistry, Martinsried

H. Oschkinat T. Miller & W. Sebald Germany Structure and function of cytokines
University of Wirzburg

A. Pastore B. Dobberstein Germany KH domain
DKFZ, Heidelberg

A. Pastore A.M. Lesk U.K. Protein surface studies by spin label pertur-
School of Haematology, Cambridge bation
H. Molinari Italy
Verona

A. Pastore A. Motta Italy Structural and functional studies of titin
CNR, Naples
M. Peckham U.K.
King’s College, London

A. Pastore E. Peggion Italy Structure of uteroglobin fragments
University of Padova

A. Pastore V. Saudek France Acylphosphatase structure
MERRELL DIOX, Strasburg

A. Pastore F. Schubert Germany Studies of coiled coil peptides
University of Frankfurt

A. Pastore J. Trinick U.K. Structural and functional studies of Titin
Bristol University

A. Pastore S. Winder UK. Functional studies of nebulin fragments
Cambridge

A. Pastore L. Zetta Italy Protein surface studies
CNR, Milan

C. Sander K. Aberer Germany Database design for G-protein coupled re-
IPSI, Darmstadt ceptors
G. Klebe Germany
BASF, Ludwigshafen
F. Rippman Germany
Merck, Darmstadt

C. Sander A. Bairoch Switzerland Development  of integrated protein

University of Geneva

databases and database validation tools
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Staff member Collaborator Country Topic

C. Sander E. Dodson U.K. Development of integrated  protein
University of York databases and database validation tools
P. Gray U.K.
University of Aberdeen
R. Kaptein Netherlands
RUU, Utrecht
C. Rawlings U.K.
London
J. Thornton UK.
King’s College, London
S. Wodak Belgium
Free University, Brussels

C. Sander H. Blécker Germany Crystal structure of engineered Rop protein
GBF, Braunschweig variants

C. Sander P. Bourne USA Development of a data capture program
Columbia University, New York and extended data format (CIF) for protein
P. Fitzgerald USA 3D structure data
New Jersey
P. Murray-Rust U.K.
Glaxo
D. Stampff USA
BNL, Brookhaven

C. Sander B. Bukau Germany DnaK
ZMBH, Heidelberg

C. Sander R. Casadio & P. Fariselli Italy Prediction of transmembrane segments by
University of Bologna neural networks

C. Sander B. Dujon & W. Mewes Comprehensive sequence analysis of yeast

chromosome Xl

C. Sander H. Fléckner & M. Sippl Austria Threading: protein structure prediction

University of Salzburg based on evaluation of sequence-structure
fitness

C. Sander H. Fritz Germany Production and analysis of de novo de-
University of Géttingen signed protein RoRo
F.X. Schmid Germany
Bayreuth

C. Sander D. Hendriks Belgium Structure-function relations of proteases
UIA, Antwerpen

C. Sander M. Linschoten Netherlands Application of neural networks to protein-
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Duphar BV, Weesp

cofactor interaction



Staff member Collaborator Country Topic

C. Sander L. Oliveira Brasil Modeling G-protein coupled receptors
School of Medicine, Sao Paulo

C. Sander C. Saccone Italy Assistance to creation of EMBnet-like ser-
University of Bari vices in China

C. Sander M. Vicente Spain The biochemical role of FtsA in the bacterial
CIB-CSIC, Madrid cell cycle

C. Sander A. Wittinghofer Germany Ras and Rab proteins
MPI, Dortmund

M. Saraste J. Farrar, N. Watmough U.K. Spectroscopy of cytochrome oxidase
C. Greenwood & A. Thomson
University of Norwich

M. Saraste J.W. de Gier & J. v.d. Oost Netherlands Bacterial cytochrome oxidases
Free University of Amsterdam

L. Serrano J. Arrondo Spain Infrared studies of peptides and proteins
University Pais Vasco, Bilbao

L. Serrano M. Coll Spain Crystallographic analysis of CheY mutants
University of Barcelone

L. Serrano P. Mateo Spain Calorimetric analysis of protein denturation
University of Granada and protein-protein interactions

L. Serrano M. Rico Spain NMR quench-flow experiments and struc-
CSIC, Madrid tural analysis of CheY in solution

I. Sinning G. Leblanc & T. Purcher France Crystallization and structure determination
CEA, Villefranche-sur-mer of melibiose permease

I. Sinning J. Luirink Netherlands Structure determination of components of
University Amsterdam bacterial signal recognition particle

I. Sinning J. Schwenn Germany Structure determination of PAPS reductase
University Bochum

D. Suck |. Brukner & S. Pongor Italy Sequence-dependent DNA-bending
ICGEB, Trieste propensity

D. Suck M. Busslinger Austria Paired domain transcription factor BSAP
IMP, Vienna

D. Suck B. Connolly U.K. Site-directed mutagenesis of bovine pan-
University of Newcastle creatic DNase |

D. Suck O. Dahl Denmark Thiophosphorylated substrate analogues of

University of Copenhagen

P1 nuclease
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Staff member Collaborator Country Topic

D. Suck F. Eckstein Germany T5 5',3"-exonuclease
MPI f. Experim. Med., Géttingen
J. Sayers U.K.
Univ. College of North Wales, Bangor

D. Suck J. Frenz USA Human pancreatic DNase |
Genentech Inc., San Francisco

D. Suck G.A. Garcia USA tRNA-guanine  trans-glycosylase  from
University Michigan, Ann Arbor E.coli.
K. Reuter Germany
University Erlangen

D. Suck S. Kornfeld USA Lysosomal targeting signal of human pan-
Washington University, St. Louis creatic DNase |

P. Tucker J. Berman USA G-strand binding protein
University of Minnesota, St. Paul

P. Tucker P. Bhattacharya USA Pattern recognition
University of Nebraska, Lincoln

P. Tucker S. Hamodrakas Greece Concanavalin A sugar complexes
University of Athens

P. Tucker C. Kavounis Greece Integration host factor and galactokinase
University of Thessaloniki

P. Tucker M. Kokkinidis Greece Endonuclease Pwvull
IMBB, University of Crete, Heraclion

P. Tucker B. Krebs Germany Kidney bean purple phophatase
University of Minster

P. Tucker P. Roy U.K. NS2 protein bluetongue virus
NERC, Inst. of Virology, Oxford

P. Tucker P.C. van der Vliet Netherlands Adenovirus DNA replication proteins
University of Utrecht

R. Wade H. Bohr Denmark Prediction of protein binding-sites by neural
TH, Copenhagen networks
M. Reczko Germany
DKFZ, Heidelberg
P.G. Wolynes USA
University of lllinois, Urbana

R. Wade F. Gago Spain Design of PLA2 inhibitors
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Staff member

Collaborator

Country

Topic

R. Wade

R. Wade

R. Wade

R. Wade

R. Wade

R. Wierenga

R. Wierenga

A. Palomer
Menarini S.A., Barcelona

E. Gill

University of Oxford

G. Hui Bon Hoa

Inst. f. Phys.-Chem.
Biology, Paris

C. Jung

Max-Delbriick Centre, Berlin
I. Schlichting

MPI f. Med. Research, Heidelberg

G. Simonneaux
University of Rennes

B. Kojic-Prodic & S. Tomic
Institute Ruder
Boskovic, Zagreb

B.A. Luty

ETH, Zurich

J.A. McCammon
University of Houston

O.H. Olson & G. Peters
Novo Nordisk, Copenhagen

R. Abagyan

New York University
W.G.J. Hol
University of Seattle
R. Jaenicke
University of Regensburg
J. Martial

University of Liége
F.R. Opperdoes &
P.A.M. Michels

ICP, Brussels

J.K. Hiltunen

University of Oulu

W.-H. Kunau

Ruhr University, Bochum

Spain

UK.

France

Germany
Germany

France

Croatia

Switzerland

USA

Denmark

USA
USA
Germany
Belgium

Belgium

Finland

Germany

Design of PLA2 inhibitors

Cytochrome P450-ligand interactions

Biomolecular recognition of auxin and re-
lated phytohormones

Brownian dynamics simulation of enzyme-
substrate encounter

Simulation of lipase activation

Structural studies and design studies of
triosephophate isomerases

The structure determination of enzymes of
the (-oxidation pathway
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Staff member Collaborator Country Topic

Gene Expression

I. Mattaj U. Aebi Switzerland RNP transport in the electron microscope
Biocentre, Basle

I. Mattaj C. Branlant France Genetic analysis of yeast snRNA structure
University of Nancy

I. Mattaj M. Carlson USA Yeast snRNA synthesis
Rockefeller University, New York

I. Mattaj E. Darzynkiewicz Poland Chemical synthesis of cap analogs
University of Warsaw

I. Mattaj A. Jarmolowski Poland RNA export and pre-mRNA splicing
A. Mickiewicz University, Poznan

I. Mattaj W. Keller Switzerland Regulation of cleavage and polyadenylation
Biocentre, Basle

|. Mattaj R. Lihrmann Germany snRNP core structure and function
University of Marburg

I. Mattaj A. Sentenac France Yeast snRNA synthesis
C.E.N. de Saclay, Gif-sur-Yvette

I. Mattaj W.J. van Venrooij Netherlands U1A protein and RNA interaction and hu-
University of Nijmegen man RNase MRP proteins

P. Becker W. Hoérz Germany Chromatin remodeling by GAGA factor in
University of Munich yeast

P. Becker S. Ner & A. Travers U.K. Reconstitution and analysis of HMG-D con-
LMB, MRC, Cambridge taining chromatin

P. Becker V. Orlando & R. Paro Germany In vitro interaction of Polycomb with DNA
ZMBH, Heidelberg and chromatin

P. Becker M. Truss & M. Beato Germany Chromatin reconstitution of the MMTYV pro-
IMT, Marburg moter

P. Becker T. Tsukiyama & C. Wu USA Interaction of GAGA factor with nucleoso-
NCI, NIH, Bethesda mal DNA in vitro

M.W. Hentze C. Beaumont France Iron metabolism in MEL cells
Faculty of Med. Xavier Bichat, Paris

M.W. Hentze A.E. Kulozik Germany mRNA metabolism in thalassaemias
Humboldt University, Berlin

M.W. Hentze J.E.G. McCarthy Germany Translational regulation by mRNA binding
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Staff member Collaborator Country Topic

M.W. Hentze B. Thiele, D. Ostareck & Germany Translational regulation of 15-lipoxygenase
A. Ostareck-Lederer mRNA
Humboldt University, Berlin

M.W. Hentze G. Weiss & G. Werner-Felmayer Austria Control of iron metabolism and nitric oxide
Innsbruck University pathways

A.l. Lamond M. Carmo-Fonseca Portugal snRNP organization during mitosis
Lisbon University

A.l. Lamond P. Cohen UK. Inhibition of splicing by protein phos-
MRC Protein Phosphorylation Unit phatase |
Dundee

A.l. Lamond F. Fuller-Pace U.K. Human dead box protein
Dpt. of Biochemistry, Dundee

A.l. Lamond U. Pettersson & E. Bridge Sweden snRNP localization during adenovirus infec-
Dpt. of Med. Genetics, Uppsala tion

H. Schéler R. Cherny Australia Oct-4 in ES cells derived from cattle
University of Melbourne,
Centre for Animal Biotechnology

H. Schéler R. Di Lauro Italy Generation of TTF-1 deficient mice by ho-
Zoological Station A. Dohrn, Naples mologous recombination

H. Scholer K. Ozato USA Oct-4 regulatory sequences as determined
National Inst. of Health, Washington by genomic footprinting in ES and EC cells

H. Schéler A. Smith U.K. Generation of Oct-4 deficient mice by ho-
University of Edinburgh, mologous recombination
Centre for genome research

H. Schéler Y.l. Yeom Korea Regatory elements and interacting factors
Korea Inst. of Science & of the ES-cell specific enhancer (DE) of
Technology, Taejon Oct-4

F. Stewart B. Fournier Switzerland Tissue specificity of estrogen agonism and
CIBA, Basle antagonism

F. Stewart P. Monaghan & G. Schitz Germany Search for the antheridiol and ooigoniol re-
German Centre f. Cancer ceptors of Achyla ambisexularis
Research, Heidelberg

F. Stewart L. Péllinger Sweden FLP/Dioxin receptor fusion proteins
Karolinska Institute, Stockholm

H. Stunnenberg  H. Beug Austria T3R and v-erbA function
IMP, Vienna
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H. Stunnenberg  A. Mufioz Spain T3R and v-erbA function
CSIC, Madrid

H. Stunnenberg M. Busslinger Austria Characterization of the B-cell specific tran-
IMP, Vienna scription factor BSAP (pax5) and of the IL-1

receptor related Fit-1 protein

H. Stunnenberg  |. Grummt Germany TIF-1B (SL-1), a TBP-containing basal factor
DKFZ, Heidelberg required for Pol | transcription

H. Stunnenberg  P. Steinlein & H. Beug Austria Analyses of RAR/RXR-E1A-TBP interac-
IMP, Vienna tions by plasmon surface resonance

D. Tollervey M. Beltrame Italy Analysis of U3 snoRNA/pre-rRNA interac-
University of Milan tions

D. Tollervey C. Branlant France Mutational analysis of conserved regions of
University of Nancy the U3 snoRNA

D. Tollervey D. Lafontaine & J. Vandenhaute Belgium Functional analysis of the Dim1p dimethy-
Namur lase

Physical Instrumentation

C. Boulin P. Jarron & E. Heijne Switzerland High speed, low-noise front end electronics
CERN, Geneva for X-ray detectors

C. Boulin H. Stuhrmann Germany Data acquisition for anomalous scattering
Research Centre, Geestacht GmbH using large delay line based area detectors

C. Boulin P. Vachette France Time-resolved small-angle scattering instru-
LURE, Orsay mentation

C. Boulin H.G. Zachmann Germany Instrumentation for polymer science
HASYLAB, Hamburg

J.C. Olivo J.L. Vonesh France Image processing software for 3-D recon-
Laboratory f. Molecular Genetics struction from serial sections
of Eukaryotes, Strasburg

M. Haider D. Bamford Finland Mass determination of ¢6 nucleocapsid
University of Helsinki coat proteins by Scanning Transmission Mi-

croscopy (STEM)
M. Haider |. Papassideri Greece Mass determination of the unit cell of the in-
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Staff member Collaborator Country Topic
M. Haider Y. Stierhoff Germany Imaging and mass analysis of the tail fibres
MPI for Biology, Tubingen from T2 and T4 bacteriophage by STEM
H. Hoérber G. Binnig & W. Haberle Germany AFM Development
IBM Physics Group,
Munich
H. Horber B. Sakmann Germany AFM Measurements on membrane patches
MPI for Medical
Research, Heidelberg
H. Hérber N. Blanc Switzerland Development of AFM-contilevers
University of Neuchatel
H. Hérber L. Chi Germany Achetylcholin biosensors
University of Munster
H. Horber M. v. SchickfuB Germany Surface preparation
University of Heidelberg
H. Hérber H. Gaub Germany Scanning probe techniques and the appli-
Technical University, cations on molecular structures
Munich
R. Guckenberger Germany
MPI, Martinsried
W. Heckl Germany
LMU, Munich
J. Rabe Germany
University Mainz
German Electron Microscopy Germany
Society
H. Horber P. Ruppersberg Germany Combined patch-clamp/scanning force set-
ENT — Hospital, up
University of Tubingen
E. Stelzer C. Cremer Germany Two-photon spectroscopy
University Heidelberg
E. Stelzer N. Leclercq Germany Photonic tweezers
S+L, Jena
E. Stelzer G. zu Putlitz Germany Characterization of photonic tweezers
University Heidelberg
E. Stelzer C. Zeiss Germany Confocal fluorescence microscopy
Oberkochen
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Staff member Collaborator Country Topic

Biochemical Instrumentation

W. Ansorge B. Canard France Development of new non-gel based DNA
University of Nice & sequencing methods
Pasteur Institute, Paris
A. Rosenthal Germany
IMB, Jena

W. Ansorge J. Celis Denmark Development of high throughput DNA se-
Aarhus quences and application to the sequenc-
X. Estivil Spain ing of human cDNAs and polymorphic mi-
Barcelona crosatellites

W. Ansorge M. Eilers Germany The participation of c-myc in cell cycle reg-
ZMBH, Heidelberg ulation

W. Ansorge M. Elleder Czech Clinical diagnostic sequencing of patients
Prague Republic from the Nicmann-Pick disease gene

W. Ansorge Ch. Herfarth & H. Schackert Germany Establishing techniques for clinical diagnos-
Heidelberg tics sequencing

W. Ansorge W. Just Germany The movement and biogenesis of peroxi-
University of Heidelberg somes in living cells

W. Ansorge V. Paces Czech Sequencing of yeast chromosome XV cos-
Prague Republic mids

W. Ansorge J. Pines U.K. The cell cycle regulation by injecting expres-
Wellcome CRC Institute, Cambridge sion plasmids containing fusion proteins of

cdk and the green fluorescent protein (GFP)

W. Ansorge W. Pyerin Germany Sequencing and analysis of human casein
DKFZ, Heidelberg kinase Il genes

W. Ansorge H.J. Rahmsdorf & A. Kolbus Germany UV responses in irradiated cells
Institute of Genetics, Karlsruhe

W. Ansorge P. Vogt Germany Sequencing of a human Y-chromosome en-
Heidelberg coded gene

B. Sproat & F. Albericio Spain Oligonucleotide-peptide hybrids and oligo-

R. Eritja University of Barcelona nucleotides carrying groups at 3’ end to
P. Herdewijn & A. van Aerschot Belgium increase resistance to exonuclease degra-
Rega Institute-KUL, Louvain dation
L. Leserman France
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Staff member Collaborator Country Topic
B. Sproat & T. Saison-Behmoaras & France Oligonucleotide-peptide hybrids and oligo-
R. Eritja G. Godard nucleotides carrying groups at 3’ end to
MNHN, Paris increase resistance to exonuclease degra-
W. Pfleiderer Germany dation
University of Konstanz
B. Sproat & F. Azorin Spain Evaluation of base analogues that stabilize
R. Eritja CID, CSIC, Barcelona triple helix
B. Sproat & J. Beechem & M.R. Otto USA Oligonucleotides carrying 2-aminopurine for
R. Eritja Vanderbilt University, Nashville studying DNA polymerase function using
M.F. Goodman & L. Bloom USA fluorescence spectroscopy
USC, Los Angeles, California
L. Reha-Krantz, University of Canada
Alberta, Edmonton
B. Sproat & K. Breslauer USA Use of selective labelling to characterize
R. Eritja Rutgers University, New Jersey mismatches and DNA-binding proteins
B. Sproat & M.K. Dosanjh & B. Singer USA Oligonucleotides carrying the mutagenic O-
R. Eritjia LBL-University of 4-alkylthymines
California, Berkeley
B. Sproat & W. Guschlbauer France Characterization of the interaction between
R. Eritja CEA, Gif-sur-lvette Dam methylase and its recognition se-
quence
B. Sproat & C.W. Hilbers Netherlands Structural determination of G.A mispairs in
R. Eritja NSR Centre, University of Nijmegen hairpins
B. Sproat & R. Ldhrmann Germany Affinity chromatography of spliceosomes
R. Eritja Inst. f. Molecular Biology using RNA analogues
and Tumor Research, Marburg
B. Sproat & H. Prydz Norway Application of synthetic ribozymes for study-
R. Eritja Centre of Biotechnology, Oslo ing the involvement of amelogenin in tooth
enamel development in mice
B. Sproat & V. Rath, USA X-ray crystallography of Gin-, lle- and
R. Eritja Yale University, New Haven Tyr- tRNA synthetases using 5’-O-[N-

(L-glutaminyl)sulphamoyl] adenosine and
the corresponding isoleucyl and tyrosinyl
derivatives as stable analogues of the ap-
propriate aminoacyl adenylates
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B. Sproat & D. Sall USA Use of stable aminoacyl adenylate
R. Eritja Yale University, New Haven analogues viz. 5'-O-[N-(L-glutaminyl) sul-
phamoylladenosine and the corresponding
glutamyl and tryptophanyl derivatives to ob-
tain mutants of the Gin-, Glu- and Trp-tRNA
synthetases for elucidating the mechanism
of this class of enzymes
B. Sproat & J.-J. Toulmé France Studying the effect of oligo(2’-O-alkylribo-
R. Eritja University of Bordeaux I nucleotides) on in vitro translation and
blocking viral reverse transcription with
chimeric oligonucleotides
B. Sproat & D. Wemmer USA Use of selective labelling to characterize
R. Eritja University of California, Berkeley mismatches and DNA-binding proteins
M. Mann K. Aktories Germany Molecular mechanisms of bacterial toxins
Inst. f. Pharmacology and Toxicology,
Homburg
M. Mann Bruker-Franzen, Bremen Germany Development of mass spectrometers for
matrix assisted laser desorption time-of-
flight and electrospray/ion trap mass spec-
trometry
M. Mann M. van Dorsselar France Molecular self assembly
University of Strasburg
EBI and EMBL Data Library
Data Library M. Ashburner U.K. Related database: Flybase
Dept. of Genetics, Cambridge
Data Library M. Attimonelli Italy EMBnet
CNR, Research Area of Bari
Data Library A. Bairoch Switzerland SWISS-PROT
University Medical Centre, Geneva
Data Library M. Bishop U.K. EMBnet
The HGMP Resource Centre, Middlesex
Data Library A. Bleasby U.K. EMBnet
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Data Library P. Bucher Switzerland Related database: EPD
ISREC, Lausanne

Data Library J.-M. Carazo Spain EMBnet
Auton. University, Cantoblanco
Campus, Madrid

Data Library W. Chen Germany EMBnet
DKFZ, Heidelberg

Data Library J. Collins U.K. Service Provision: MPsrch
University of Edinburgh

Data Library DDBJ Japan Nucleotide database collaborators
National Institute of Genetics, Shizuoka

Data Library P. Dessen France EMBnet
CNRS INSERM, Service of
Bioinformatics, Villejuif

Data Library R. Doelz Switzerland EMBnet
University Biocentre, Basle

Data Library D. Doran Switzerland Adviser
Hoffmann-La-Roche Ltd., Basle

Data Library R. Durbin U.K. R H mapping & CpG database
The Sanger Centre, Hinxton Hall

Data Library Elsevier Science Publishers B.V. Netherlands Service provision
Amsterdam

Data Library N.-E. Eriksson Sweden EMBnet
Biomedical Centre, Uppsala

Data Library L. Esterman Israel EMBnet
Weizmann Inst. of Science, Rehovot

Data Library P. Fernandes Portugal EMBnet
Gulbencian Inst. of Sciences, Oeiras

Data Library C. Fizames France EMBnet
Généthon, Evry

Data Library P. Gad Sweden EMBnet
Biomedical Centre, Uppsala

Data Library P. Gesnouin France Biocatalog

Généthon, Evry
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Data Library M. Grabner Austria EMBnet
University of Vienna

Data Library C. Helgesen Norway Research & Development
University of Bergen

Data Library R. Herzog Belgium EMBnet
ULB/VUB Computing Centre, Brussels

Data Library M. Hollstein France Related database: P53
International Agency for
Research on Cancer, Lyon

Data Library M. James U.K. R H mapping
University of Oxford

Data Library M. Kréger Germany Related database: ECD
Justus-Liebig University, GieBen

Data Library M.-P. Lefrance France Related database: IMGT
UMR CNRS 9942, Inst. of
Molecular Genetics, Montpellier

Data Library H. Leivaslaiho Finland EMBnet
Finnish State Computer Centre, Espoo

Data Library J. Leunissen Netherlands EMBnet
University of Nijmegen

Data Library D. Levy France BioCatalog
LIRMM, Montpellier

Data Library R. Lopez Norway EMBnet
Biotechnology Centre of Oslo

Data Library S. Marsh U.K. Related database: HLA
ICRF, Lincoln’s Inn Fields, London

Data Library H.-W. Mewes Germany EMBnet
MPI f. Biochemistry, Martinsried

Data Library G. Micklem U.K. CpG
The Sanger Centre, Hinxton Hall

Data Library H.-U. Mgller Denmark EMBnet
Aarhus University

Data Library J. Morissette Canada BioCatalog
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Staff member Collaborator Country Topic
Data Library W. Miller Germany Related database: IMGT
University of Kéln
Data Library National Centre for Biotech- USA Nucleotide database collaborators
nology Information, Bethesda
Data Library J.H. Noordik Netherlands EMBnet
University of Nijmegen
Data Library A. Philippi France Related database: BioCatalog
Foundation Jean Dausset, Paris
Data Library S. Pongor Italy EMBnet
ICGEB, Trieste
Data Library A. van Putten Netherlands Related database: Patent data
European Patent Office, Rijswijk
Data Library J. Remenyi Hungary EMBnet
Agricultural Biotechn. Centre, Godollo
Data Library C. Rice U.K. R H mapping
The Sanger Centre, Hinxton Hall
Data Library C. Saccone Italy EMBnet
University of Bari
Data Library B. Savakis Greece EMBnet
Research Centre of Crete, Heraclion
Data Library C. Scarpelli France EMBnet
Généthon, Evry
Data Library S. Suhai Germany EMBnet
German Cancer Research
Centre, Heidelberg
Data Library A. Waters Netherlands Research & Development
University of Leiden
Data Library F. Wessels Netherlands Service provision
Circle Software Group, Eindhoven
Data Library G. Williams U.K. BioCatalog
MRC-HGMP Resource
Centre, Hinxton Hall
Data Library F. Wright U.K. Research & Development

University of Edinburgh
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Additional Research Activities

F.C. Kafatos M. Ashburner U.K. Molecular and genetic analysis of early re-
Cambridge University sponse genes in Drosophila
I. Zhimulev Russia
ICG, Novosibirsk

F.C. Kafatos M. Ashburner U.K. Construction of a physical map of the
Cambridge University Drosophila melanogaster genome
D. Glover & R. Saunders U.K.
CRC, Dundee
I. Kiss Hungary
Institute of Genetics, Szeged
C. Louis, C. Savakis & Greece
I. Siden-Kiamos
IMBB, Heraclion
P. Maroy & P. Deak Hungary
University of Szeged
J. Modolell Spain
CBM, Madrid

F.C. Kafatos R. Barrio Greece Genetic and molecular analysis of the
IMBB, Heraclion Drosophila melanogaster transcription fac-
J. de Celis U.K. tor CF3
Cambridge University

F.C. Kafatos F. Collins & N. Besansky USA Cloning and characterization of the medfly
CDC, Atlanta white gene
C. Louis, G. Saccone & Greece
G. Favia
IMBB, Heraclion

F.C. Kafatos F. Collins USA Characterization of malaria refractoriness
CDC, Atlanta systems in the mosquito Anopheles gam-
L. Miller & K. Vernick USA biae
NIH, Bethesda

F.C. Kafatos J. Hoffman France Phylogenetic aspects of the innate immune
IBMC, CNRS Strasburg response

F.C. Kafatos T. Hsu USA Involvement of the transcription factor
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Staff member Collaborator Country Topic
F.C. Kafatos J. Law USA Molecular analysis of iron storage in
University of Arizona, Tucson Anopheles gambiae
F.C. Kafatos C. Louis Greece Integrated genetic map of Anopheles gam-
IMBB, Heraclion biae incorporating microsatellite and RAPD
molecular markers
F.C. Kafatos A. Malacrida & G. Gasperi Italy Molecular characterization of the white mu-
University of Pavia tant in the medfly, Ceratitis capitata
C. Savakis, C. Louis & Greece
Y. Livadaras
IMBB, Heraclion
F.C. Kafatos K. Vernick USA Population genetics of Anopheles gambiae
NIH, Bethesda
F.C. Kafatos M. Zurita Mexico Genetic regulatory elements and factors
UNAM, Cuernavaca mediating immune-specific gene expression
in Anopheles
T.E. Creighton F. Ascoli Italy Processing of the BPTI precursor
University of Studies, Rome
T.E. Creighton C.M. Dobson & S. Radford U.K. Conformations of the disulphide intermedi-
University of Oxford ates of a-lactalbumin, and their interaction
with chaperones
T.E. Creighton R.B. Freedman U.K. The catalytic activity of protein disulphide
University of Kent, Canterbury isomerase
T.E. Creighton R. Glockshuber Switzerland The catalytic activity of DsbA
ETH, Zurich
T.E. Creighton F.U. Hartl USA The role of conformation in the binding of
Sloan Kettering Inst., New York proteins to chaperones
T.E. Creighton M. Hollecker France The conformations of disulphide intermedi-
CNRS, Orléans ates of the black mamba toxin K
T.E. Creighton J. Martin Australia Crystallographic studies of the function of
Univ. of Queensland, Brisbane DsbA and its interaction with peptide sub-
strates
T.E. Creighton S. Raina, D. Missiakas & Switzerland The functional properties of E.coli proteins

C. Geogopoulos
University of Geneva

involved in protein disulphide formation
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T.E. Creighton S. Robertson & A. Cooper U.K. The thermodynamic properties of partly-
University of Glasgow folded disulphide intermediates of a-

lactalbumin

T.E. Creighton R.M. Scheek Netherlands NMR investigations of the structures of pep-
University of Groningen tides and proteins

T.E. Creighton D. Shortle USA Characterization of the denatured states of
Johns Hopkins Univ., Baltimore staphylococcal nuclease

T.E. Creighton T. Wenzel & W. Baumeister Germany The role of conformation in recognition of
MPI {. Biochem., Martinsried protein substrates by the proteasome

The Grenoble Outstation

S. Cusack & J. Chroboczek France Crystal structure of adenovirus (Ad2) fibre

A. Aberg IBS, Grenoble receptor binding domain

S. Cusack, K. Strub Switzerland Crystal structure of Alu-domain of mam-

E. DiCapua University of Geneva malian signal recognition particle

S. Doublié &

U. Kapp

S. Cusack & J.D. Dignam USA Crystallisation of B.mori glycyl-tRNA syn-

S. Doublié Medical College of Ohio, Toledo thetase

S. Cusack & Y.-M. Hou USA Crystallisation of E.coli cysteinyl-tRNA syn-

S. Doublié Jefferson Medical thetase
College, Philadelphia

S. Cusack, W. Keller Switzerland Crystallisation of bovine and yeast poly(A)

S. Doublié & Biocentre, Basle polymerase

D. Birse

S. Cusack & M. Mirande France Crystal structure of yeast lysyl-tRNA syn-

S. Monaco Gif-sur-Yvette thetase

F. Borel, F. Eckstein Germany Interaction of aminoacyl-tRNA synthetases

M. Hartlein & MPI, Géttingen with cognate tRNAs

R. Leberman

F. Borel, D. Moras France Interaction of aminoacyl-tRNA synthetases

M. Hartlein & IGBMC, Strasburg with cognate tRNAs

R. Leberman

©
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Staff member Collaborator Country Topic
F. Borel, I. Weygand-Durasevic Croatia Yeast seryl-tRNA synthetase
M. Hartlein & Ruder Boskovic Inst, Zagreb
R. Leberman D. Séll USA
Yale University, New Haven
M.T. P. Timmins France Deuteration of ~y-crystallin
Dauvergne ILL, Grenoble
& R. Leberman
M.T. P. Langan France Deuteratiated polydeoxyribonucleotides
Dauvergne ILL, Grenoble
& R. Leberman
M.T. V.T. Forsyth U.K. Deuteriated DNA
Dauvergne Physics Department
& R. Leberman Keele University
M. Hartlein & H.J. Gross Germany Human seryl-tRNA synthetase/tRNA inter-
C. Vincent University of Wirzburg action
K.S. Larsen D.S. Auld USA Bovine carboxypeptidase
Harvard Medical School, Boston
K.S. Larsen S. Pelorgeas & France Interaction of aminoacyl-tRNA synthetases
M. Satre with diphosphonates
CENG, Grenoble
R. Leberman A. Soper U.K. Physical basis of salting-out
DRAL, Didcot
C. Wilkinson, A. Breskin & 1. Frumkin Israel Development of position-sensitive detectors
A. Gabriel & Weizmann Inst. of Science, Rehovot
D. Dauvergne G. Biildt Germany
Research Centre, Julich
W. Jauch Germany
HMI, Berlin
G. Mcintyre France
ILL Grenoble
W. Petry Germany
Techn. University, Munich
N. Rhodes U.K.
RAL, Oxfordshire
C. Riekel, M. Kocsis, O. Diat, France

S. Lequien & G. Grubel
ESRF Grenoble
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Staff member Collaborator Country Topic
C. Wilkinson, F. Rusticelli Italy Development of position-sensitive detectors
A. Gabriel & University of Ancona
D. Dauvergne J. Schefer Switzerland
PSI, Wurenlingen
J. Schweizer & M. Bonnet France
CEN, Grenoble
H. Stuhrmann Germany
HASYLAB Hamburg
P. Vachette France
LURE, Paris
T. Zemb & A. Lodini France
LLB, Saclay
C. Wilkinson, G. Buldt Germany Construction of neutron image plate diffrac-
F. Cipriani & Research Centre, Julich tometer
J.-C. Castagna M.S. Lehmann France
ILL, Grenoble
C. Wilkinson & M. Carrondo, P. Matias & Portugal Development of multi-wavelength anoma-
A. Thompson A. Coelho lous dispersion technique on the TROIKA
Inst. of Chem. and beam-line at ESRF
Biol. Technology, Oeiras
C. Wilkinson & V. Comparat France Construction of TDCs
M. Chemloul Inst. of Nuclear Science, Grenoble
C. Wilkinson & R. Fourme France Development of MASC technique for low-
A. Thompson University of Paris Sud, Paris angle X-ray reflection phasing
C. Wilkinson & A. Hammersley, O. Svensson, France X-ray detector calibration
A. Thompson A. Kvick, D. Bourgeois,
J.-P. Moy & A. Gonzalez
ESRF, Grenoble
C. Wilkinson, S. Wakatsuki France Construction of large X-ray image plate
F. Capriani & ESRF, Grenoble reader
J.-C. Castagne
R.W.H. Ruigrok  J. Brunner Switzerland Membrane fusion by rabies virus, structure
ETH, Zirich of vesicular stomatitis virus M protein
C. Ebel France
IBS, Grenoble
Y. Gaudin France
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R.W.H. Ruigrok  C. Bryan France Purification and RNA binding activity of re-
IBS, Grenoble combinant measles virus nucleoprotein
K. Ravanel & C. Rabourdin-Combe France
ENS, Lyon
F. Wild France
Institute Pasteur, Lyon

R.W.H. Ruigrok  J. Chroboczek & B. Jacrot France Structure and function of the adenovirus
IBS, Grenoble fibre protein

R.W.H. Ruigrok M. Ford U.K. Structure and function of influenza virus
Wellcome Foundation Ltd, Beckenham RNA polymerase

R.W.H. Ruigrok  J. Ortin Spain Structure and function of influenza virus
CNB, CSIC, Madrid RNA binding proteins
A. Portela Spain
Institute of Salud Carlos Ill, Madrid

R.W.H. Ruigrok  S.A. Wharton & S.R. Martin U.K. Structure and function of influenza virus
NIMR, London proteins

The Outstation at DESY, Hamburg

K.S. Wilson Amgen, Thousand Oaks U.K. Leukemia inhibitory factor
University of Oxford

K.S. Wilson M. Bessman, USA Crystallization and preliminary X-ray analy-
Johns Hopkins University, La Jolla sis of T4 deoxynucleotide kinase

K.S. Wilson H. Bisgard-Frantzen & T. Halkier Denmark Xylanase
Novo-Nordisk, Copenhagen

K.S. Wilson E. Cedergren-Zeppezauer Sweden Comparison between apo-LADH and its
University of Stockholm complexes
S. Al-Karadaghi Sweden
University of Lund

K.S. Wilson C. Frazao & M. Carrondo Portugal Cytochrome cg from the green alga Mono-
ITQB, Lisbon raphidium braunii. Ab initio structure de-
M. Hervas, J. Navarro & Spain termination of an electron carrier from the
M. De la Rosa photosynthetic pathway
IBVF, Sevilla
E. Pohl & G. Sheldrick Germany

University of Géttingen
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Staff member Collaborator Country Topic
K.S. Wilson S. Mangani Italy Superoxide dismutase
University of Siena
P. Orioli Italy
University of Florence
K.S. Wilson P.M. Matias, J. Morais & Portugal c3 cytochrome from Desulfovibrio gigas at
R. Coelho 1.8 A resolution
ITQB, UNL, Oeiras
L. Sieker USA
University of Washington, Seattle
M.A. Carrondo Portugal
IST, Techn. University of Lisbon
K.S. Wilson C. von der Osten Denmark Atomic resolution data from Savinase at
Novo-Nordisk, Copenhagen 110 K and Fusarium oxysporum trypsin
K.S. Wilson J. Sevcik Slovakia Ribonuclease from Streptomyces aureofa-
Slovak Academy of Sciences, ciens at atomic resolution
Bratislava
K.S. Wilson M. Walsh & P. McArdle Ireland 6-S-hydroxyethylated  6-thiocyclodextrins:
University College, Galway expandable host molecules
C.-C. Ling & R. Darcy Ireland
University College, Dublin
K.S. Wilson M. Walsh, A. McCarthy, Ireland Structural and thermodynamic studies on
P. McArdle, D. Cunningham & mutants of the redox protein flavodoxin from
T. Higgins desulfovibrio vulgaris
University College, Galway
H.F. Nolting F. Briganti, R. Macinai & Italy XAS studies on 1,2-dihdroxynaphtalene
A. Scozzafava oxygenase from P.Putida
University of Florence
S. Mangani Italy
University of Siena
H.F. Nolting E. Rokita Poland Intermediate phases in bone mineralization
Jagiellonian University, Cracow
H.F. Nolting C. Scherk, M. Schmidt & Germany The metal centre in superoxide dismutase
F. Parak of Propionibakterium Shermanii
University of Munich
H.F. Nolting F. Zippel, F. Ahlers & Germany XAS investigations to structure and catalytic
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Staff member Collaborator Country Topic
H.F. Nolting & E. Bottari, M.R. Festa & ltaly X-ray absorption study of metals binding
P. D’Angelo N.V. Pavel amino acids
University of Rome
H.F. Nolting & S. Ciurli & S. Benini Italy EXAFS studies on urease from Bacillus
V.A. Solé University of Bologna pasteurii
S. Mangani Italy
University of Siena
H.F. Nolting & M.C. Feiters Netherlands EXAFS studies on the rabbit
V.A. Solé University of Nijmegen 15-lipoygenase. Investigation of the mode
L.M. v.d. Heijdt & Netherlands of action of selected lipoxygenase inhibitors
G.A. Veldink
University of Utrecht
R. Wiesner & H. Kiihn Germany
Humboldt University, Berlin
H.F. Nolting & M.C. Feiters, R.J.M. Klein- Netherlands X-ray absorption spectroscopy of copper in
V.A. Solé Gebbink & R.J.M. Nolte hemocyanins and model compounds de-
University of Nijmegen pending on state of oxygenation and con-
formational state
H.F. Nolting & J. Haavik Norway XAFS analysis of human tyrosine hydroxy-
V.A. Solé University of Bergen lase (hTH)
H. Winkler, W. Meyer & Germany
A.X. Trautwein
Medical University of Liibeck
H.F. Nolting & S. Kuprin, A. Graslund & Sweden EXAFS studies of iron clusters in protein R2
V.A. Solé A. Ehrenberg of ribonucleotide reductase in three states:
University of Stockholm the native differic, the reduced diferrous and
the met form
M.H.J. Koch A. Bigi & N. Roveri Italy Influence of electrolytes on collagen su-
University of Bologna perstructure and collagen orientation in os-
teons submitted to loading — unloading cy-
cles
M.H.J. Koch K. Brandenburg & U. Seydel Germany Supramolecular structure and biological ac-
Research Institute, Borstel tivity of free lipid A from various species
M.H.J. Koch H. Bunjes & K. Westesen Germany Effect of drug loading on lipid nanoparticles
Institute of Pharmaceutical Technology,
Braunschweig
M.H.J. Koch N. Burkhardt, G. Diedrich & Germany X-ray contrast variation study of the 70S
K. Nierhaus E.coli ribosome and its 30S subunit in so-
MPG, Berlin lution
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Staff member Collaborator Country Topic

M.H.J. Koch B. Denef, N. Mischenko & Belgium Properties of carrageenan solutions and
H. Reynaers gels
University of Louvain

M.H.J. Koch L. Goobar-Larsson & B. Oberg Sweden Characterization of HIV-1 reverse transcrip-
MTC-Karolinska Institute, Stockholm tase and proteinase interaction
T. Unge & B. Strandberg Sweden
BMC, Uppsala

M.H.J. Koch G. Hlbner, W. Hengstenberg & Germany X-ray solution scattering from enzyme | of
S. Konig the phosphotransferase system
Martin Luther University,
Halle-Wittenberg

M.H.J. Koch S. Kdnig Germany X-ray solution scattering on the oligomer-
Martin Luther University, ization of the MIP (macrophage infectivity
Halle Wittenberg potentiator) protein from Legionella pneu-
B. Schmidt, J. Rahfeld & Germany mophila
G. Fischer
Max Planck Gesellschaft A.G.

M.H.J. Koch S. Kuprin, A. Ehrenberg & Sweden Association of subunits of ribonucleotide re-
A. Graeslund ductase from E.coli
University of Stockholm
R. Rigler Sweden
Karolinska Institute,
Stockholm

M.H.J. Koch U. Miicke & S. Kénig Germany X-ray solution scattering of pyruvate decar-
Martin Luther University, boxylase (PDC) from pea seeds
Halle-Wittenberg

M.H.J. Koch K. Westesen & H. Bunjes Germany Phase behaviour of Tyloxapol — Triton X100
Institute of Pharmaceutical — water mixtures
Technology
TU Braunschweig

M.H.J. Koch K. Westesen & A. Gerke Germany Comparison of physicochemical properties
Institute of Pharmaceutical Technology of native and drug loaded human low den-
TU Braunschweig sity lipoproteins (LDL) and protein-free LDL

model systems

G. Rapp M.A. Bagni & G. Cecchi Italy X-ray diffraction studies on single muscle
University of Florence fibres with 750us time-resolution
P.J. Griffiths & C.C. Ashley UK.
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Collaborator

Country

Topic

G. Rapp

G. Rapp

G. Rapp

G. Rapp

G. Rapp

G. Rapp

G. Rapp

G. Rapp

G. Rapp

B.-H. Kunst &
G. Rapp

B.-H. Kunst &
G. Rapp

M. Rappolt &
G. Rapp

M. Rappolt &
G. Rapp

K. Beyer
Munich

B. Brenner & Th. Kraft
University of Hannover
S. Xu & L.C. Yu

NIH, Bethesda

G. Brezesinski
Mainz

M. Clerc & A.-M. Levelut
Paris

P. Laggner

Institute for Biophysics, Graz

C. Czeslik & R. Winter
University of Dortmund

S.S. Funari & B. Madler
Leipzig

M. Kriechbaum, K. Press| &
P. Laggner

Institute for Biophysics, Graz
M. Steinhart

Prague

J. Reinstein
Dortmund

I. Schlichting
University of Dortmund

K.W. Ranatunga
University of Bristol

J.S. Wray
MPI, Heidelberg

L. Finegold
Philadelphia

H.-J. Hinz & M. Kéberl
University of Minster

Germany

Germany

USA
Germany

France

Austria
Germany
Germany

Austria

Czech
Republic
Germany

Germany

U.K.

Germany
USA

Germany

Thermotropic phase behaviour of mixtures
of non-ionic surfactants with phosphatidyl-
cholines

X-ray diffraction studies of demembranated
muscle fibres

Studies on the polymorphism of phospho-
lipids with branched aliphatic chains

Rates of phase transformations between
mesophases formed by a non-ionic surfac-
tant in water

High pressure studies on lipid-water disper-
sions

Cubic phases in surfactant/phospholipid
systems

Test of a compact high pressure X-ray
diffraction cell

Small-angle X-ray scattering study on heat
shock proteins

Optical absorption spectroscopy on protein
crystals

X-ray diffraction studies on thermally in-
duced tension generation in relaxed psoas
fibres

Temperature-jump studies on tarantula
muscles

X-ray diffraction studies on DLPC

Equilibrium and kinetic studies on tempera-
ture induced phase transitions on pure gly-
colipids
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Staff member Collaborator Country Topic

M. Rappolt & B. Kldsgen Germany On the swelling of phospholipid membranes

G. Rapp Berlin in excess water

M. Rappolt & B. Tenchov Bulgaria A new lamellar gel phase induced by dis-

G. Rapp Bulgarian Academy of Sciences, Sofia accharides in saturated phosphatidyletha-
nolamines

M. Rappolt & R. Winter, C. Czeslik & Germany The temperature and pressure dependent

G. Rapp J. Erbes phase behaviour of lipid systems exhibiting

University of Dortmund non-lamellar structures

C.E. Vorgias M.M. Sikorski Poland Expression of plant leghemoglobin cDNA'’s
of Lupinus luteus in E.coli and purification
of recombinant proteins

C.E. Vorgias H. Vis, R. Boelens & Netherlands NMR studies on HU protein
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R. Kaptein
NMR Centre in Utrecht
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